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cloning, 5-aminolevulinate synthase gene expression, nucleotide sequence, liver, 
chick embryos 4423. 
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a-interferon, B-interferon, genes, plasmid pBR322, microinjection, 
oocytes, Xenopus laevis 7514. : oa ¢ 

y-interferon genes, man, cloning, gene expression, Escherichia coli 3085. 
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interleukin 2 receptors genes, cloning, lymphocytes T, man 3867. 
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liver, rats 2690. 
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endo-1,3(4)-B-D-glucanase bgl gene, Bacillus subtilis 7896. 

endodeoxyribonuclease V denV gene, nucleotide sequence, phage T4 1258. 

engrailed gene, cloning, Drosophila melanogaster 7845. 

epidermal growth factor, nerve growth factor, precursors, chromosome 4, 
chromosome 1, man, mice 5170. 

c-erb-A gene, chromosome 17, man 5886. 

Escherichia coli, nmpC gene, localization, prophages, electron microscopy 3697. 

excretion proteins, genes, Vibrio cholerae 8107. 

fipB locus, fipC locus, mutation, role, morphagenesis, phage f1, Escherichia coli 
5967, 


flanking regions, actin gene families, Dictyostelium discoideum 7189. 

flaW gene, ftlaU gene, flaV gene, flagella proteins, Salmonella typhimurium 5209. 

fur gene, cloning, Escherichia coli 3858. 

gene expression, histocompatibility locus HLA, man 5119. 

gene libraries, antigens genes, Mycobacterium tuberculosis 7888. 

gene libraries, histocompatibility locus HLA, man 5120. 

gene 202, chromosome 1, Ehrlich ascites tumor cells, mice 5927. 

genes, Bacillus, cloning, conferences, books 6996. 

genes, cellulase, pectats lyase, cloning, Erwinia chrysanthemi 4432. 

genes, lymphocytes T antigens receptors a chain, man 5895. 

genes, lymphocytes T antigens receptors a chain, mice 5919. 

genes, lymphocytes T, antigens receptors, B-chain, chromosome 7, man 5544. 

psy lymphocytes T antigens receptors, variable region, B-chain, man, mice 
4, 


genomes, Cyanophora paradoxa 7317. 

gliadin, nucleotide sequence, Triticum aestivum 1293. 

glutamate synthase (NADPH) gItB gene subunits, Salmonella 

os rate, drug resistance, phleomycin E, plasmid pKM101, 
5970. 

heat shock proteins genes, chromatin, nuclease, Drosophila melanogaster 7214. 

herpes simplex virus 1 DNA, deletion mutant, virulence phenotypes 4363. 

histocompatibility locus H-2 K region, mice 6614. 

histocompatibility locus HLA, man, reviews 5118. 

histocompatibility locus HLA, mutants, lymphocytes B, lymphoma, man 6615. 

epee locus HLA, SB region, pseudogenes, nucleotide sequence, man 


histocompatibility locus RLA class |! molecules, rabbits 7290. 

Hemera ret locus RT1 genes, rats 6622. 

histone H2A, histone H2B, genes, nucleotide sequence, cloning, 
Schizosaccharomyces pombe 7306. 

hlyR gene, Vibrio cholerae 5263. 

hos gene identification, chromosomes, Bacillus subtilis 4387. 

Huntington's chorea, restriction fragment length polymorphism, chromosome 4, 
reviews, man 4001. 

hybridization analysis, y-interferon Ifg gene, chromosome 10, mice 224. 

hybridization analysis, c-erbA1 gene, man 7914. 

hybridization analysis, chromosomes, conidia formation, mycelia formation, 
Neurospora crassa 5875. 

hybridization analysis, collagen genes, Caenorhabditis elegans 1211. 
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hypoxanthine phosphoribosyttransferase genes, nucleotide sequence, restriction 
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immunoglobulins x-chain genes transcription activators, mice, man 226. 
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intermediate-early region 5 genes, promoters, herpes simplex virus 1 1248. 

inverted repeat, histones genes, chickens 7300. 

iron uptake defective mutant, proteins overproduction, characterization, 
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reece c-Ki-ras-2 gene, N-ras gene, chromosomes, man 5853. 

linkage analysis, Bacillus subtilis, reviews 4416. 

inns yagi T antigens receptors B chain, mice, man 5873. a 

MAL62 gene, maltase genes identification, Saccharomyces cerevisiae 7316. 
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measies virus, monoclonal antibodies, identification, monoclonal antibodies 2697. 
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tRNA genes, cloning, Escherichia coli, Bacillus subtilis 6602. 

tRNA 5S, chromosomes, Tetrahymena thermophila 5935. 
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tRNA (uracil-5-)-methyltransferase trmA gene, Escherichia coli 7740. 
Saccharomyces cerevisiae mutants, aminoglycoside antibiotics sensitivity 5183. 
serum albumin, hybridization analysis, Aotus trivirgatus 7916. 

sex chromosomes, nucleotide sequence, man 1271. 

somatic chromosomes, nucleotide sequence, man 1265. 

c-src gene, homology Rous sarcoma virus v-sre gene, chromosome 20, man 5869. 
se igh chromosomes, telomeres rearrangement, Saccharomyces 7311. 
su gene, aceEF gene, Ipd gene, Escherichia coli 7815. 

Sym plasmid curing, restriction endonuclease mapping, Rhizobium fredii 4414. 
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amino acid sequence, thyroglobulin thyroxine termini, CDNA nucleotide sequence, 
rats 5124. 
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E1A gene, adenovirus (human), regression transcription early region promoters SV 
40, HeLa cells 4988. 
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E1a gene, nucleotide sequence specificity, promoters, transcription, adenovirus 
(human) 5 3769. f ; 

early region, adenovirus (human) 2, adenovirus (human) 5, regulation, gene 
expression, DNA-binding protein, genes, transformation 5494. 

early region, adenovirus (human) 5, role, replication 7361. 
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transformation, polyoma virus 6144. ; ; 

early region 1A, MRNA 12S, mRNA 13S role, transformation, adenovirus (human) 5 
586. 


Ela gene, regulation, transcription, promoters, adenovirus 3402. 

fd gene 5 DNA-binding protein, lysine residues reduction, C.D., N.M.R. 3186. _ 

FLP gene proteins, role, recombination, nucleotide sequence specificity, plasmid 
2p, yeasts 241. ; irs. 5 

fnr gene, effects on, hydrogenase, isoenzymes, expression, Escherichia coli 8026. 

c-fos gene, immunoassays localization, tissues variation, mice, man 6482. 

ftsA gene, role, septation, replication, Escherichia coli 2883. 

ftz locus, homo! DNA-binding protein, Drosophila 1966. 

fur gene, cloning, Escherichia coli 3858. a ; 

fur gene proteins, cloning, gene mapping, Escherichia coli 3858. 

C gene, DNA binding, phage P2 3992. _ : “ye 

M gene, DNA, nucleotide sequence, amino acid sequence, Sendai virus 293. 

gene fusion, gag gene+fos gene, murine sarcoma virus, transformation activity, 
mice 7226. : 

gene L65, cDNA, restriction endonuclease mapping, hybridization analysis, 
transcription, vaccinia virus 6557. ef 
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Gene products, (continued) 
gene 2 proteins, DNA biosynthesis, initiation, elongation, phage ©29 2892. 
gene 3 proteins, relationship DNA biosynthesis initiation, phage 29 
infection, Bacillus subtilis 439. 
oe 32 protein, poly(A) complex, dissociation kinetics, fluorescence, phage 14 
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gene 44, gene 62 proteins complex, DNA biosynthesis, gene 45 proteins 
stimulation, phage T4 465. 

gene 45, Bene 44, gene 62 proteins complex, effects on DNA polymerase activity, 
phage 14 700. 

gene 5 DNA-binding protein, binding DNA, conformation, mathematical models 3187. 

gene 68, characterization, nucleotide sequence, phage T4 2777. 

genetic relationship transcription+ splicing mechanisms, chickens 3455. 

gin gene, production, genetic engineering, phage Mu 598. 

gipR gene, gene regulation aip operon, Escherichia coli 2063. 

pon factors DNA, interleukin 3 comparison, mast cells, mice 2842. 

erpes simplex virus, effects on, Moloney sarcoma virus, long terminal repeat, 

expression, vero cells 5764. 

IE gene proteins, promoters, RNA biosynthesis, herpesvirus 2538. 

ilvIH operon, translation, initiation, amino acid sequence, peptide mapping, 
Escherichia coli 3557. 

immediate-early region, role activation early region promoters, herpes simplex 
virus 2202. 

interferon genes, site-directed mutagenesis, structure-activity relationships, 
man 5442. 

lexA gene proteins, recA protein coupling, mRNA transcription, SOS repair, 
Escherichia coli 1367. 

location, mutagenesis, point mutation, SV40 4275. 

x-lor gene, correlation gene expression, lymphocytes T leukemia virus, man 6097. 

mafA gene proteins effects on replication, F factors, Escherichia coli 1409. 

mutH gene proteins, purification, Escherichia coli 738. 

Mx gene, embryo cells, inhibition, influenza A virus, MRNA biosynthesis 7144. 

c-myc gene, nucleotide sequence, translocations, plasmacytoma, mice 1155. 

nif gene, role gene regulation nitrogen fixation nif gene, Klebsiella pneumoniae 
1411. 

ntr gene, role gene regulation nitrogen fixation nif gene, Klebsiella pneumoniae 
1411, 

nusA gene, Escherichia coli, inhibition, phage A, cll gene, gene expression 
4471. 

ye genes: pice gene hybrids, porins localization, outer membranes, Escherichia 
coli 7424. 

oncogene C-ras gene, gene amplification, carcinoma, hormones dependent, mammary 
gland, man, rats 4573. 

Cass nies 9 cDNA, nucleotide sequence, homology insulin receptors precursors, man 
4339. 


oncogenes, ets gene proteins, CDC4 gene, CDC36 gene homology, amino acid sequence 
predictions, avian erythroblastosis virus, Saccharomyces cerevisiae 2013. 

pet494 fed role, cytochrome c oxidase subunits oxi2 gene, protein biosynthesis, 
mitochondria, yeasts 1057. 

pif gene, proteins, promoters, transcription, F factor, phage T7 infection 2979. 

proteolysis processing, penicillin acylase genes, nucleotide sequence, 
Escherichia coli 7337. 

pe gore: mRNA, nucleotide sequence, T-cell leukemia virus | 5738. 

r gene proteins, DNA binding, ionic strength, fluorescence, Escherichia coli 
1517. 

recN gene, role, SOS repair, electrophoresis, Escherichia coli, characterization 
7369. 

rep gene proteins role, DNA biosynthesis, R factor RSF1010, Escherichia coli 469. 

repA2 gene, gene frequency, association repA1 gene gene regulation, plasmid NR1 
2200 


RepC gene, levels, role copy number control, plasmid pT181 2971. 

rop gene proteins, purification, DNA biosynthesis inhibition, ColE1 443. 

ruv gene, DNA, cloning, restriction endonuclease mapping, Escherichia coli, 
characterization 6588. 

tar gene+tsr gene chimeras, methyl-accepting chemotaxis protein, Escherichia coli 
6214. 

transforming v-src gene, Rous sarcoma virus, fibronectin degradation, cell 
membranes 6138. 

umuC gene, photoreactivation, effects on, U.V. radiation, induction, Escherichia 
coli 5328. 

umuC gene proteins, DNA biosynthesis, U.V. radiation mutagenesis, Escherichia 
coli 2919. 

vitellogenin gene families, isolation, characterization, nucleotide sequence, 
Caenorhabditis elegans 7206 

XS gene, DNA repair, U.V. radiation, X radiation, Saccharomyces cerevisiae 515. 

Gene regulation, 

aldolase isoenzymes, mRNA expression, rats liver 7756. 

amidase amiE gene, complementation, Pseudomonas aeruginosa 2198. 

amino acids use, nitrogen, nit-2 gene, deaminase activity, Neurospora crassa 
2194. 

apolipoprotein A-ll, chromosome 1, restriction fragment length polymorphism, man 
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RNA introns, Drosophila 227. 
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books 2396. 

breast carcinoma genes, estradiol, transformation, man 3070. : 
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cell surface antigens, use somatic cells 1414. 
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production, Zymomonas mobilis 663. A ring 
galE gene, galK gene, gene fusion, plasmids, translation, initiation, Escherichia 
coli 7453. 
galK gene, Escherichia coli, gene fusion, streptomyces, gene expression 6206. 
galK gene, gene fusion, use characterization gene regulation, promoters, 
termination 2177. 
rin, flanking regions, nucleotide sequence, man 1157. art : 
iCN4 gene, amino acids biosynthesis, gene regulation, protein biosynthesis, 
Saccharomyces cerevisiae 6796. ; (Sey a 
geh gene, triacylglycerol lipase, phage L54a, transduction, hybridization 
analysis, Staphylococcus aureus 6806. 
gene atp9, mitochondria, nucleotide sequence, Zea mays 5943. 
W-29 gene, cloning, plasmid pBR322, phage M13, gene expression, phage T4 7490. 
gene Emiasiion: ribosomes binding sites, site-directed mutagenesis, phage 
®X174 622. ‘ ~ ’ 
S gene, env gene, gene expression, hepatitis B virus 5776. 
gene expression, regulation, intercistronic region attenuation, pyrE operon, 
Escherichia coli 568. ; ? 2 
_M. gene, F-gene,-3'-terminus flanking regions, nucleotide sequence, Sendai virus 
1241. 
y2 gene, gene expression, association, DNA, replication, herpes simplex virus 
1 6731. 


gene, gene expression, cloning vectors, plasmid p39, plasmid p356, 
scherichia coli 5506. ’ ‘ pm rex 
A* gene, gene expression, inhibition DNA biosynthesis, cell division, Escherichia 
coli, phage ®X174 2139. , age 
y gene, gene expression, role, lymphocytes T response, histocompatibility 


Genes, (continued) 
antigen HLA class !i molecules recognition, man 7515. 
M gene; eng products, DNA, nucleotide sequence, amino acid sequence, Sendai 
virus H 
x gene, gene products mRNA, nucleotide sequence, T cell leukemia virus, man 5760. 
C gene, gene products, purification, DNA binding 3992. 
rT gene, gene regulation, mutation, alleles, wings phenotypes, Drosophila 
melanogaster 7422. 
A gene, genetic analysis, cytochrome P450 mRNA, cDNA, transfection 6815. 
a gene, gonadotropins, gene expression, placenta, gene transfer, tumor cells, 
man 7716. 
gene agt, phage T4, gene mapping, nucleotide sequence 3396. 
H gene, nucleotide sequence, phage ® x 174 7309. 
B gene, nucleotide sequence, promoters, phage Mu 2636. 
gene phoA+, cloning, plasmids, transformation, Escherichia coli, alkaline 
phosphatase, excretion 8108. 
gene, rearrangement, transcription, antigens receptors, lymphocytes T, mice 5001. 
I gene, RNA biosynthesis, termination factor rho role, phage f1 127. 
K gene, site-directed mutagenesis, gene products association lysis, phage 
X174 3039. 
pals major histocompatibility complex, DNA nucleotide sequence, man 
7926. 
gene transfer, gene expression, cDNA, nucleotide sequence, cloning vectors, 
eukaryotes, viruses, books, conferences 6997. 
gene 1, Agrobacterium tumefaciens, Ti plasmid, transformation, Nicotiana tabacum, 
indole-3-acetamide, expression 6830. 
gene 10, overlaid genes characterization, use oligonucleotides site-directed 
mutagenesis, phage f1 619. 
gene 202, Ehrlich ascites tumor cells, hybridization analysis, gene mapping 
chromosome 1, mice 5927. 
gene 3, DNA, packaging, phage P22, nucleotide sequence 6555. 
gene 32 proteins polynucleotides complex, dissociation, sodium chloride 
induction, phage T4 884. 
gene 33, gene 34, transformation, nucleotide sequence, phage SP01 2741. 
gene 4, Agrobacterium tumefaciens, DNA, cloning, Escherichia coli, gene 
expression, association, phage 7, promoters 4683. 
gene 4, phage 029 DNA transcription, cloning, association, Bacillus subtilis, RNA 
polymerase 6735. 
gene 46, phage T4, gene mapping, nucleotide sequence 3396. 
gene 47, phage T4, gene mapping, nucleotide sequence 3396. 
gene 5, DNA-binding protein, phage fd, topography, comparison, ribonuclease A, 
pancreas, cattle 7597. 
gene 55, phage 14, gene mapping, nucleotide sequence 3396. 
gene 68, nucleotide sequence, core protein characterization, phage 14 2777. 
gene 9, tails proteins, gene expression, phage P22 1039. 
gentamicin antibiotic resistance, probes construction, Escherichia coli 5192. 
gin gene, mediation phage Mu recombination sites, inversion 4543. 
gliadin gene mapping, nucleotide sequence, Triticum aestivum 1293. 
y-globin+8-globin, gene expression, erythroid cells, thalassemia, 
leukemia, comparison normal subjects, man 4994. 
Bvlepinge lobin, polymorphism, thalassemia association, point mutation, 
amily studies, man 4315. 
B-globin, association thalassemia, deletion mutant, nucleotide sequence, man 
4293. 
globin, chromatin structure, nucleotide sequence, man 5185. 
globin, chromatin, transcription origin, restriction endonuclease mapping, man 
3184. 
B-globin, cloning, nucleotide sequence, gene expression, thalassemia, man 
7184, 


B-globin, defects nucleotide sequence, thalassemia, man 5186. 

globin deletion, detection, restriction endonuclease mapping, hematological 
diseases DNA, man 6636. 

B-globin, deoxyribonuclease sensitive sites, factors binding, chickens 8129. 

6-globin, DNA biosynthesis, cell cycle, Friend leukemia virus transformed 
cells, mice 2134. 

a-globin, domains, nucleotide sequence, DNA binding sites, erythrocytes, 
chickens 5887. 

y-globin, fetuses hemoglobin, guanine, adenine substitution 2854. 

a-globin fibronectin gene fusion, gene expression, splicing effects on, 
transfection, man 3060. 

B-globin, flanking regions, nucleotide sequence, transcription origin, 
larvae, Xenopus laevis 1149. 

B-globin, flanking regions, repeated sequence, mice 2817. 

B-globin, flanking regions, restriction endonuclease mapping, 
deoxyribonuclease |, nuclease, supercoiling, rabbits 7193. 

¢-globin, gene expression, cloning, nucleotide sequence, mice 6216. 

B-globin, gene expression, development, erythroid cells, liver, fetuses, mice 
6872. ~ 

B-globin, gene expression, DNA, methylation, effects on, man 6783. 

B-globin, gene expression, erythroid cells, transgenic mice 5380. 

globin, gene expression, gene regulation B-globin gene products, bone marrow, 
rabbits 4571. 

B1-globin, gene expression, kinetics, rabbits 4162. 

globin, gene expression, manx mice hybrids, erythroleukemia cell lines 6789. 

8-globin, gene expression, regulation mechanisms, erythroid cells, man 4996. 

globin, gene expression, thalassemia comparison normal subjects, man 5371. 

globin gene families, repeated sequence frequency, nucleotide sequence, RNA 
biosynthesis, rabbits 347. , . 

globin, gene fusion, manx rabbits, gene expression, chronic myeloid leukemia 
cell lines, man 6770. 

globin, gene transfer, gene expression, man, mice 8088. 

6-globin, man, gene expression, microinjection, metallothionein+growth 

rmone gene fusion, effects on, mice 6220. 

e-globin, methylation, gene expression, MRNA levels, leukemia, man 391. 

a-globin, mice, SV40 recombinants, chromatin, promoters, transcription 
regulation 2031. F 

globin, microinjection, RNA biosynthesis, Xenopus laevis 1448. 

globin, MRNA transcription, gene expression, developmental stages, chickens 4992. 

globin, mutation, DNA polymorphism, prenatal diagnosis, man 2662. _ 

globin, mutation, gene expression, effects on RNA biosynthesis, protein 
biosynthesis, thalassemia, man 4980. 

globin, nucleotide sequence, chromosomes localization, man 6660. 

B-globin, nucleotide sequence, homology, mice 5187. 

globin, nucleotide sequence, linkage analysis, fetuses, man 1310. 

B-globin, oligonucleotides, repeated sequence, man 5188. 

a-globin, point mutation, fetuses hemoglobin, inheritance 2839. 
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Genes, (continued) ie : 
B-globin, rabbits, cloning, microinjection, gene expression, mice 6905. 
B-globin, rabbits, replication, gene expression, microinjection, oocytes, 
‘enopus laevis 4681, ‘ 

a-globin, recombination, nucleotide sequence, thalassemia, man 1309. 

B-globin, recombination, polymorphism, population genetics, man 3572. 

globin, regulation gene expression, erythroleukemia cells, mica 5369. 

globin, restriction endonuclease mapping, erythroleukemia cell lines, man 6635. 

B-globin, restriction fragment length polymorphism, thalassemia prenatal 
diagnosis, ethnic groups 6678. , p 

B-globin, RNA biosynthesis, gene expression, gene regulation, bone marrow, 
rabbits 4984. 

globin, RNA biosynthesis, reticulocytes, differentiation, erythrocytes, Aves 
7709. 


B-globin subtypes, nucleotide sequence, hybridization analysis, man 3669. 
B-globin, thalassemia, restriction endonuclease mapping, case reports, man 
837. 


a-globin, transcription, nuclei matrix, mice 2549. whew 
B-globin, transcription, nucleotide sequence requirements characterization, 
erythroleukermia cells, mice 6489. 
B-globin, transcription, regulation, mice 6494. 
globin, transcription, reticulocytes differentiation, erythrocytes formation, 
Aves 3413. 
globin, transcription, RNA biosynthesis genetic control, Friend leukemia virus 
infected erythroblasts, mice 5773. ; q 
B-globin, transcription signals mutation, correlation thalassemia, 
Fyeridzation analysis, man 4156. ig , 
B-globin, transcription termination, relationship poly(A)-containing sites, 
mice 1817. 
globins, protein biosynthesis, rabbits reticulocytes, inhibition, 
differentiation, Friend erythroleukemia cells, mice 4948. 
a2p-globulin, transfection, gene expression, glucocorticoids control, 
liver, rats 2276. , ; 
globulins, hybridization analysis, homology Pisum sativum legumin, Avena 1226. 
6-globulins, transfection, gene expression, erythroleukemia cell lines, man 
1479. 


gipR gene, restriction endonuclease mapping, Escherichia coli 2063. 

glucagon, localization, chromosome 2, man 5929. car : 

glucan-binding protein, Streptococcus mutans, cloning, Escherichia coli, gene 
expression 3074. 

glucocorticoids receptors, identification, use clones cDNA, man 6915. 

glucose regulation, expression, ionophore A23187 induction, hamsters 6080. 

glucose-6-phosphate dehydrogenase, 3'-terminus methylation, man 2819. 

glucose-6-phosphate dehydrogenase, gene expression, correlation methylation 
3'-terminus, man 6772. 

glucose-6-phosphate dehydrogenase, methylation, gene regulation, gene expression 
5786. 

glucosephosphate isomerase Gpi-1t gene, gene regulation, oocytes, mice 2993. 

glutamate dehydrogenase, nucleotide sequence, Escherichia coli 286. 

glutamate synthase (NADH) git gene, gene regulation, gene expression, nitrogen 
sources effects on, Bacillus subtilis 5740. 

glutamate synthase ets K sd gene, subunits, gene mapping, operons, deletion 
mutant, characterization, Imonelia typhimurium 1949. 

glutamine amidotransferase pabA gene, nucleotide sequence, Salmonella 
typhimurium, Klebsiella aerogenes, Serratia marcescens 7827. 

glutamine synthetase, cloning, gene libraries, nucleotide sequence, gene 
expression, Phaseolus vulgans 7492. 

glutamine synthetase gin A gene, cloning, gene expression, Spirulina platensis 
3873. 


glutamine synthetase ginA gene, e expression, RNA biosynthesis, gene 
regulation, ginA promoter, Bacillus subtilis 8024. 

glutamine synthetase glnA gene, promoter ginAp1, promoter ginAp2, Escherichia 
coli 8021. 

glutamine synthetase ginA gene, Thiobacillus ferrooxidans, cloning, 
transformation, plasmid pMEB100, gene expression, Escherichia coli 8114. 

glutamine synthetase ginA gene, transcription, promoters, regulation, mutation, 
bacteria 3791. 

glutaminy!-tRNA synthase GLN4 gene, cloning, Saccharomyces cerevisiae 6131. 

glutaminyl-tRNA synthetase ginS gene, gene regulation, Escherichia coli 2185. 

glutathione synthetase gsh-Il gene, nucleotide sequence, Escherichia coli 2744. 

glyceraldehyde-phosphate dehydrogenase, pseudogenes levels, cDNA nucleotide 
sequence, man, laboratory animals 1991. 

glyceraldeh 3-phosphate dehydrogenase, nucleotide sequence, chickens 7941. 

glycinin, CDNA nucleotide sequence, Glycine max 6689. 

glycl-tRNA synthetase glyS gene, biosynthesis, fusion proteins, ochre mutant, 
Escherichia coli 3326. 

glycophorin-binding protein, nucleotide sequence, amino acid sequence 4325. 

glycoprotein T8, lymphocytes T, isolation, nucleotide sequence, mice 4048. 

glycoproteins cell surface, nucleotide sequence, RNA biosynthesis, a-amanitin 
effects on, Ti inosoma brucei 4179. 

glycoproteins, ing, gene expression, rabies virus, Escherichia coli 2267. 

glycoproteins gC gene, nucleotide sequence, mutants, herpes simplex virus 1 352. 

glycoproteins, nucleotide sequence, envelopes, T cell leukemia virus 1172. 

glycoproteins, nucleotide sequence, herpes simplex virus 1 1240. 

glycoproteins, nucleotide sequence, herpes simplex virus 2, comparison herpes 
simplex virus 1 2653. 


rears: restriction endonuclease mapping, methodology, pseudorabies virus 
44. 


gpt gene, deficient mutant, transformation, frequency mutation, plasmids, CHO 
cells, Escherichia coli 2226. 

gramicidin S synthetase, Bacillus brevis, transformation, gene expression, 
Escherichia coli 4628. 

granulin, nucleotide sequence, granulosis virus, Pieris brassicae isolates 7883. 

growth hormone, DNA clastogenicity, cytosine methylation, Thermoplasma 
acidophilum restriction endonuclease 1298. 

are jormone, fusion, metallothionein promoters, microinjection, eggs, mice 


growth hormone, germ-line incorporation, role correction growth disorders, 
inheritance, mice 5472. i 

growth hormone GH gene, structure, gene expression, reviews 5765. 

growth Beggs introns, binding sites, glucocorticoids receptors, gene mapping, 
man 3 

growth hormone, lactogen, structure, gene regulation, reviews, man 5624. 

growth hormone, nucleotide sequence, chromosomes, cattle 363. 

growth hormone, oligodeoxyribonucleotides synthesis, man, transformation, gene 
expression, Escherichia coli 8059. 
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growth hormone, promoters, introns, glucocorticoid regulatory element, 
dexamethasone activation, man 7717 

growth hormone, repeated sequence, promoters, RNA biosynthesis initiation, growth 
hormone, rats 1427. 

growth hormone-release inhibiting hormone precursors, production, processing, 
gene transfer, gene expression, organs. mice 6908. 

growth hormone-releasing hormone, cCDNA+genomes clones, nucleotide sequence, 
hypothalamus, rats 5191 

growth hormone-releasing hormone, gene transfer, effects on growth, man 6188. 

gttA gene, Soares eli Re mapping, Streptococcus mutans 6577. 


gtfA gene, Streptococcus mutans, D plasmids, transformation, Streptococcus 
sanguis, gene expression, glucans biosynthesis 4624. 
gyrA gene, Bacillus subtilis, cloning, Escherichia coli, gene expression 3861 


gyrB gene, Bacillus subtilis, cloning, Escherichia coli, gene expression 3861. 

Haemophilus influenzae cell surface proteins, cloning, Escherichia coli, gene 
expression 6884. 

hairy gene, gene expression, transcription regulation, Drosophila 8027. 

haptoglobin, duplication, nucleotide sequence, man 1993. 

haptoglobin, nucleotide sequence, gene expression, man 5220. 

heat shock, 5'-terminus, proteins binding, chromatin, Drosophila 2349. 

heat shock, flanking regions structure, homology, Drosophila 256. 

heat shock, gene expression, teratocarcinoma, regulation, association, 
embryogenesis, mice 7435. 

heat s! , gene regulation, role early region E1A proteins, correlation 
analysis, adenovirus, man 2187. 

heat shock, Glycine max, Ti plasmid, vectors, gene transfer, Helianthus annuus, 
transcription 8121. 

heat shock, hs6871 gene, nucleotide sequence, restriction endonuclease mapping, 
promoters, Glycine max 2071. 

heat shock htpR genes, nonsense mutant, temperature-sensitive mutant, Escherichia 
coli 7898. 

heat shock, interaction, RNA polymerase ||, Drosophila melanogaster, 
characterization 6932. 

heat shock, man, transfection, cDNA nucleotide sequence, gene expression 4667. 

heat shock, nucleotide sequence, introns structure, Caenorhabditis elegans 5910. 

heat shock, promoters, nucleotide sequence, Eschenchia coli 7887. 

heat shock proteins, chromatin, gene mapping, nuclease, Drosophila melanogaster 
7214. 

heat shock proteins, flanking regions, nucleotide sequence, 67B1 locus, 
Drosophila melanogaster 1232. 

heat shock proteins hsp pone: gene expression, gene regulation, Drosophila 4979. 

heat shock proteins hsp 28 gene, transposition, gene expression, Drosophila 
mela ster 3064. 

heat s! proteins hsp 70 gene, chloramphenicol acetyltransferase CAT gene, 
Drosophila, transfection, Aedes 7441 

heat shock, transfection, DNA mediation, gene expression, Drosophila melanogaster 


5398. 

helicase ||, DNA dependent adenosinetriphosphatase, uvrD gene, purification, 
characterization, Escherichia coli 709. 

hemagglutinins, cloning, a expression, Escherichia coli 4623. 

hemagglutinins, cloning, RNA nucleotide sequence, reovirus 7700. 

hemagglutinins neuraminidase, nucleotide sequence, comparison influenza virus, 

Sendai virus 7258. 

hemagglutinins, nucleotide sequence, influenza B virus 307. 

hemagglutinins, overlapping reading franves, MRNA, protein biosynthesis, reovirus 
7658. 


hemagglutinins, RNA nucleotide sequence, influenza A virus 2638. 

hemoglobin Lepore-Boston, recombination sites, restriction endonuclease mapping, 
man 2009. 

hemoglobin S, hemoglobin F, y-globin, restriction endonuclease mapping, 
hemoglobinopathy, man 6642. P 

hemolysin, cloning, plasmid pBR322, hybridization analysis, assays, Vibrio 
parahaemolyticus 7281. 

hemolysins hly gene, flanking regions, repeated sequence, insertion sequences, 
plasmid pHly152, Escherichia coli 2783. 

pager hr hly gene, promoters, gene expression, gene regulation, Escherichia 
coli fF 

hemolysins, nucleotide sequence, cloning, Vibrio parahaemolyticus 3630. 

hemolysins, Vibrio parahaemolyticus, transformation, Escherichia coli, gene 
expression 3884. 

hepatitis B core antigen, cloning, Escherichia coli, gene expression 8122. 

Ma sor: B surface antigen, gene expression, hepatitis B virus, transfection, 

HO cells 5396. 

hepatitis B surface antigen, RNA hepatitis B virus, genomes integration, 
hybridization analysis, hepatoma cell lines, man 5744. 

party surface antigen, transfection, gene expression, production, mammalian 
cells 649. 

herpes simplex virus 1 thymidine kinase+man B-globin, chimeras, RNA 
biosynthesis 5788. 

hexA gene, transformation, gene expression, DNA repair mutations, Streptococcus 
pneumoniae 4632. 

hexokinase, mutants, gene regulation, catabolite repression, Saccharomyces 
cerevisiae 7429. 

himA gene, association, pheST operon, nucleotide sequence, Escherichia coli 5264. 

ne ae nucleotide sequence, gene products amino acid sequence, Escherichia coli 

hip gene role, phage \ recombination, Escherichia coli 7319. 

his3 gene, promoters, suppressors, ope gene, mutation, role, Saccharomyces 
cerevisiae 6102. 

his gene, Streptomyces azureus, transfection, phage SAt1 cloning vectors 
construction 4590. 

bg transposon Ty insertion, gene regulation, Saccharomyces cerevisiae 

hisC gene, cloning, nucleotide sequence, gene expression, Escherichia coli 8115. 

hisD gene flanking regions, nucleotide sequence, histidine operon, Saimonella 

phimurium 3605. 

hisD gene flanking regions, nucleotide sequence, histidine operon, Salmonella 

himurium 3605. 

hisT gene, restriction endonuclease mapping, operons, Escherichia coli 1944. 

histidine utilization, Pseudomonas putida, cloning, Escherichia coli, gene 
expression 3865. 

histocompatibility locus H-2, class | molecules, effects on carcinogenesis, 
transfection, mice 6113. 

Han peereane locus H-2 I-A region, B-chain, nucleotide sequence, mice 
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histocompatibility locus HLA, A region, B region, C region, heavy chains, gene 
_transfer, gene expression, man 6224. 
histocompatibility locus HLA, gene libraries, gene mapping, man 5120. 
histocompatibility locus RT1, hybridization analysis, gene mapping, rats 6622. 
histone H1+histone H5, gene expression, evolution, chickens 4560. 
histone H1, DNA, nucleotide sequence, comparison, chickens, Xenopus, Salmo 
gairdneri 7190. 
histone H1, organization, RNA biosynthesis, Xenopus laevis 419. 
ig td H1, restriction endonuclease mapping, association histones genes, man 
histone H2A, histone H2B, cloning, gene mapping, nucleotide sequence, 
_Schizosaccharomyces pombe 7306. 
histone H3, nucleotide sequence, transcription, triticum, Pisum sativum homology 
histone H3 variants, nucleotide sequence, introns location, chickens 5861. 
histone H4 gene regulation, transcription origin, flanking regions, man 3766. 
histone H4, mice, transfection, gene expression, monkeys cell culture 1434. 
histone H4, nucleotide sequence promoters, gene expression, man 4541. 
histone H4, RNA biosynthesis, S phase, G phase, Physarum polycephalum 1818. 
histone H4, transfection, gene expression, mice 645. 
histone H5, 3'-terminus flankin: i dete nucleotide sequence, ducks 1318. 
histones, DNA identification, mRNA probes use, Physarum polycephalum 1094. 
histones, gene expression, development, embryos, oocytes, Xenopus laevis 7142. 
histones, gene mapping, inverted repeat, chickens 7300. 
histones, gene regulation, coordination, differentiation, myoblasts 7404. 
histones, gentic variance, man 2028. 
histones, hybridization analysis, tumor cells, man 1305. 
histones, inverted repeat, promoters, chickens 3683. 
histones, MRNA levels, gene regulation, man 119. 
histones, MRNA, processing, transport, nuclear membranes, microinjection, 
Xenopus, Echinodermata 3024. 
histones, Psammechinus miliaris, cloning, transcription, regulation 6784. 
histones, repeated sequence identification, Lytechinus pictus 211. 
metres, restriction endonuclease mapping, nucleotide sequence, Oryza sativa 
hlyR gene, gene mapping, Vibrio cholerae 5263. 
homeosis, gene expression, gene regulation, transcripts localization, central 
nervous system, Drosophila 6490. 
hordein, gene families, gene expression, development, nutrition effects on, Zea 
mays 1399. 
hormones, RNA biosynthesis, cyclic AMP requlation, pituitary, rats 5758. 
hos gene, identification, gene mapping, chromosomes, Bacillus subtilis 4387. 
hprt gene nucleotide sequence, lymphocytes T, thioguanine resistance, man 5909. 
hsp 70 gene chromatin, nuclease hypersensitivity sites, nucleotide sequence, 
‘osopnila 5122. 
HSP 70 gene, gene expression, cell cycle, HeLa cells, early region 1A, role 5757. 
70 gene, stress activation, Zea mays 5793. 
HSP 70 gene+HSP 30 gene, cDNA, microinjection, gene expression, 60 cycles, 
Xenopus 4685. 
hutH gene, Klebsiella aerogenes, cloning, Escherichia coli, histidine 
ammonia-lyase, gene expression, histidine, biosynthesis 3862. 
hydrogen uptake hup gene, Bradyrhizobium japonicum, cosmids, gene transfer, 
Rhizobium melilot, Rhizobium leguminosarum 8037. 
hydrogenase, hyd gene, cloning, restriction endonuclease mapping, Escherichia 
coli 4243. 
hydrogenase, nucleotide sequence, Desulfovibrio vulgaris 4439. 
hydrogenase, transformation, gene expression, Desulfovibrio vulgaris 5406. 
home B phosphotransferase gene, nucleotide sequence, use genetic markers, 
INA transfection, eukaryotes 4594. 
hygromycin B resistance, Escherichia coli, Saccharomyces cerevisiae R factor 
transtormation 3010. 
hypoxanthine gpt ee tare ba phosphoribosyttransferase hpt gene, 
transformation, Salmonella typhimunum 587. , 
hypoxanthine phosphoribosyttransferase, deficient mutant, transformation DNA 
spermatocytes, X chromosome inactivation, mice, hamsters 2227. ' 
hypoxanthine phosphoribosyltransferase HPRT gene mutants, complementation 
analysis, CHO cells 6639. 
hypoxanthine phosphoribosyttransferase hpt gene, hypoxanthine gpt gene, 
transformation, Salmonella typhimurium 587. 
hypoxanthine phosphoribosyltransferase, man, retrovirus, gene transfer, gene 
expression, stem cells, bone marrow, somatic cells therapy, mice 2994. 
hypoxanthine phosphoribosyltransferase, methylation, relationship X chromosome 
activity, man 407. R 
hypoxanthine phosphoribosyitransferase, mutation, gene transfer, transfection, 
retrovirus, mice, treatment, Lescti-Nyhan syndrome, man 5395. 
hypoxanthine phosphoribosyitransferase, nucleotide sequence, neuroblastoma cells 
revertants, mice 394. : 
hypoxanthine phosphoribosyttransferase, restriction fragment length polymorphism, 
nucleotide sequence, gene mapping, man 1303. 
la antigen, histocompatibility locus HLA, gene regulation, man 2962. 
ice nucleation, cloning, nucleotide sequence, Pseudomonas syringae 7280. 
ice nucleation, cloning, Pseudomonas syringae glycinea, virulence, hypersensitive 
response, Glycine max 8105. Fe ' . 
ice nucleation, Pseudomonas pee. Erwinia herbicola, cloning, gene 
expression, Escherichia coli I : ngs 
ID sequences, RNA polymerase Ill transcription, activation RNA polymerase I! 
transcription, brain, rats 3098. 
identification, transposons applications 593. ' 
E94 gene, promoters, transfection, gene expression, L cells, mice 6811. 
IE gene proteins, promoters, RNA biosynthesis, herpesvirus 2538. . 
In(Lu) gene, gene regulation, membrane proteins antigens gene expression, 
erythrocytes, man 1423. we 
ILV gene, cloning, genetic analysis, Saccharomyces cerevisiae 6914. 
ILV gene, fecieeee sequence, Saccharomyces cerevisiae 6649. , 
immunoglobulin A proteinase iga gene, hybridization analysis, Haemophilus 
influenzae 2053. : ; 
immunoglobulin G, man, microinjection gene expression oocytes, mice 5471. 
immunoglobulin M p. chain, nucleoproteins binding sites, man 4788. 
immunoglobulin M heavy chains, nucleotide sequence, rabbits 3604. _ : 
immunoglobulin M, epenpeiooule D, heavy chains, RNA biosynthesis regulation, 
lymphocytes B, mice 2550. y . 
immunoglobulins, x chains, restriction endonuclease mapping, nucleotide 
sequence, lymphoid cell ines, man 1301. ; ; 
immunoglobulins « chains, restriction endonuclease mapping, gene regulation 
lymphoid cell lines, man 1425. 


immunoglobulins k-chain, cDNA, cloning, hybridization analysis, myeloma 4421. 

lrepeunogiozaie y-chain, cDNA nucleotide sequence, Burkitt's lymphoma, man 

immunoglobulins «-chain, intracisternal A-particles insertion, nucleotide 
sequence, mice, retrovirus proviruses 2773. 

immunoglobulins «-chain light chains, recombinants, nucleotide sequence, 
lymphocytes B, mice 3603. 

EPR UROCIORMIS «-chain, microinjection, gene expression, lymphocytes B, mice 

immunoglobulins x-chain, nucleotide sequence, evolution, rabbits 320. 

immunoglobulins -y-chain, nucleotide sequence, mice comparison man, 
guinea-pigs 2796. 

immunoglooulins, x-chain, RNA, processing, translation, mice 5752. 

immunoglobulins «-chain, transcription activators, gene mapping, mice, man 
226. 

Inrauneplobuline, «-chain, transcription initiation, tissues specificity, mice 

inpeunoglanulings diversity, mutagenesis, somatic cells DNA repair Escherichia 
coli 496. 

immunoglobulins, DNA configurations, use phenotypes markers, leukemia bone narrow 
cells, man 5837, 

immunoglobulins, DNA, insertion, lymphocytes, antibodies, production, 
methodology, characterization 2996. 

immunoglobulins, DNA nucleotide sequence, enhancement guanine+adenine interaction 
dimethyl! sulfate, mechanisms 5864. 

immunoglobulins heavy chain, nucleotide sequence methodology, U.V. radiation 
cross-linkage, mice 313. 

immunoglobulins heavy chains, constant region, nucleotide sequence, convergence, 
divergence, man 318. 

immunoglobulins, heavy chains, deletion mutant, effects on mRNA splicing, exons 
removal, mice 158. 

immunoglobulins heavy chains, hybridization analysis, acute lymphoblastic 
leukemia, lymphocytes T, man 7912. 

immunogiobulins heavy chains, hybridization analysis, restriction endonuclease 
mapping, rabbits 2649. 

immunoglobulins heavy chains, translocations loci, repeated sequence, lymphocytes 
B, mice 3555, 

immunoglobulins light chains, x-chain, nucleotide sequence, lymphocytes B 
precursors. development, transformed cells, Abelson leukemia virus 323. 

immunoglobulins light chains, flanking regions nucleotide sequence, RNA 
biosynthesis role, mice 1979. 

immunoglobulins light chains variable region, nucleotide sequence, mice 2017. 

immunoglobulins, mice, variable region, recombination, constant region, man, gene 
expression, Escherichia coli 5474. 

immunoglobulins, nucleotide sequence, mice 2011. 

immunoglobulins, rearrangement, hybridization analysis, restriction endonuclease 
mapping, hairy cell leukemia, man 1208. 

immunoglobulins, transfection, chimeras, production, specificity, methodology, 
reviews 6201. 

immunoglobulins variable region, x chain, pseudogenes, organization, 
nucleotide sequence, man 408. 

immunoglobulins variable region, heavy chain, rearrangement, homology, nucleotide 
sequence, mice 1216. 

immunoglobulins variable region, joining region, recombination, 
endodeoxyribonuclease, nuclei extracts, mice cell lines 8126. 

immunoglobulins variable region light chains, diversity, nucleotide sequence, 
lymphoid cell lines, man 1965. 

immunoglobulins variable region, nucleotide sequence, comparison, joining region, 
rabbits 2692. 

immunoglobulins variable regions, nucleotide sequence, man 7824. 

induction paralysis, nucleotide sequence, restriction endonuclease mapping, 
murine leukemia virus 343. 

insA gene, insB gene role, transposition, structure-activity relationships, 
insertion sequence 1 592. 

insulin, cloning vectors, nucleotide sequence, point mutation identification, 
diabetes mellitus, man 4247. 

insulin, DNA polymorphism flanking regions, genetic relationship atherosclerosis, 
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DNA, rearrangement, polyoma virus 4376. 
DNA repeated sequence, association intermediate-early region genes, herpes 
simplex virus 1 314. 
DNA repeated sequence, Mucor racemosus genomes 3664. 
DNA, repeated sequence, plasmid Rts1, copy number control, binding, Escherichia 
coli 3562. 
DNA, repeated sequence, varicella-zoster virus 4384. 
DNA, replication origin, nucleotide sequence 6665. 
DNA, rRNA genes, Pseudomonas aeruginosa, systematics 5212. 
DNA, simian virus 12, homology, SV40, BK virus 3652. 
DNA spacer, ribosomes genes, Drosophila melanogaster 5189. 
DNA, specificity, DNA-binding protein identification methodology 7584. 
DNA supercoiling, plasmids, methodology 5113. 
DNA, SV40, embryos cell lines passage, rats 5889. 
DNA, SV40, temperature-sensitive mutant 4382. 
DNA, T cell leukemia virus |, variants 4379. 
DNA, termini, genomes, herpesvirus, Tupaia 7243. 
DNA, tetracycline antibiotic resistance tetM gene, Mycoplasma hominis, homology. 
Streptococcus 5195. 
DNA, thin-layer chromatography, methodolgy 5279. 
DNA, transcription regulation, adenosinetriphosphatase, operons, unc operon. 
reviews, Escherichia coli 3203. 
DNA-binding protein genes, adenovirus (human) 5155. 
DNA-binding protein recognition, operators helix, phage 434 785. 
cDNA, y-crystallin genes, eye lens, frogs 4292. 
cDNA, aA2-crystallin genes, eye, Rana temporaria 5932. 
cDNA, antigen K88 genes, Escherichia coli 6575. 
cDNA clones, coding protein Z, Hordeum 5267. « 
cDNA, clones, coding purine-nucleoside phosphorylase, gene expression, cell 
lines, Rodentia, man 6189. 
cDNA clones, mRNA acetylcholine receptors, a-subunit, muscles cell lines, 
mice 7853. 
cDNA clones, X chromosome, homology, hybridization analysis, man 5210. 
cDNA, cloning, acetylcholine receptors e-subunit MRNA, gene expression, 
skeletal muscle, cattle 5843. 
cDNA, cloning, bovine leukemia virus plasmid pBR322 recombinants 4596. 
cDNA, cloning, hepatitis A virus 3621. 
cDNA, cloning, hepatitis A virus 7247. 
cDNA, cloning, interleukin 2 receptors genes, lymphocytes T, man 3869. 
cDNA cloning, nerve growth factor induction mRNA, pheochromocytoma cells. rats 
7211. 
cDNA, cloning, transducin subunits, retina, cattle 5126. 
cDNA cloning vasoactive intestinal peptide precursors, cortex, rats comparison 
man 7220. 
cDNA cloning, 5-aminolevulinate synthase gene expression, liver, chick embryos 
4423. 
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Nucleotide sequences, (continued) 

cDNA coding cell surface glycoprotein T4, lymphocytes T, man 7927. y 

cDNA comparison aminc acid sequence phenylalanine 4-monooxygenase, liver, rats 
2690. : 

cDNA, complement component C3, amino acid sequence, characterization 5131. 

cDNA, pears genes, Brassica napus, homology, legumin, Pisum sativum 7298. 

cDNA, «2-cysteine proteinase inhibitor, homology, kininogen, man 2070. 

cDNA, cytochrome P450, man 5129. ’ . 

cDNA, gene transfer, gene expression, cloning vectors, eukaryotes, viruses, 
books, conferences 6997, ; 

cDNA, genes, NADH dehydrogenase iron-sulfur proteins, Neurospora 7308. 

cDNA, glycinin genes, Glycine max 6689. a é 

cDNA, glycoproteins, gene mapping, amino acid sequence, predictions, pseudorabies 
virus 2503. 

cDNA, histocompatibility locus RT1 class |! molecules, comparison, 
histocompatibility locus HLA, histocompatibility locus H-2, rats 5139. 

cDNA, homology, conglycinin, vicilin, convicilin phaseolin, Pisum sativum 2035. 

cDNA, int-1 gene, cloning, gene expression, mice 7948. 

cDNA, luteinizing hormone-releasing hormone precursors, man 3578. 

cDNA, lymphocytes T receptors a-chain, man 4335. : 

cDNA, membrane proteins, mitochondria, Saccharomyces cerevisiae 5184. 

cDNA, v-mos gene, murine sarcoma virus, cloning, Escherichia coli 7229. 

cDNA, mRNA, cysteine proteinase, Dictyostelium discoideum 5182. ; 

cDNA, mRNA, respiratory syncytial virus, envelopes, proteins, amino acid 
sequence, predictions 2502. A 

cDNA, neuraminidase, hemagglutinins, amino acid sequence, predictions, 
paramyxovirus 2501. 

cDNA, neutralization antigens genes, hepatitis A virus 7246. 

cDNA, phage G4 6567. « 

cDNA, protein M, temperature-sensitive mutant, Vesicular stomatitis virus 7854. 

cDNA, p53 gene cloning, man 6664. ty c 

cDNA, repeated sequence, B2 family, RNA biosynthesis poly(A)-containing, Ehrlich 
ascites tumor cells, mice 4146. 

cDNA, RNA, embryo cells, testes specificity, mice 2105. 

cDNA, RNA, influenza C virus, nonstructural proteins 7224. 

cDNA, rRNA genes, Caulobacter crescentus 5205. 

cDNA, thyroglobulin thyroxine termini, gene products amino acid sequence, rats 
§124. 

cDNA, tobravirus 3585. 

cDNA, transcripts, plasmid pPM1 transcription cloning vectors, brome mosaic virus 
3051. 


cDNA, transfection, heat shock genes, man 4667. 

cDNA, tRNA Glu, binding sites, murine leukemia virus 4377. 

domains a-globin genes DNA binding sites, chickens 5887. 

double-standed polynucleotides, conformation, C.D. 3278. 

double-stranded DNA, specificity, DNA topoisomerase || cleavage, Drosophila 5202. 

Drosophila, use exodeoxyribonuclease III 670. 

E1A gene, cloning, amino acid sequence, adenovirus (human) 5, host range mutants 
7235. 

early region deletion mutant, transformation deficiency, adenovirus (human) 5 
475 


early region mRNA, heterogeneity, adenovirus (human) 2 2516. 

early region 4, RNA biosynthesis, adenovirus (human) 2 regulation, mechanisms, 
adenovirus (human) 2 322. 

echinomycin specificity, DNA binding, kinetics, calf thymus 3547. 

elastin cDNA, fetuses, sheep 415. 

elongation factor 1a genes, gene mapping, conservation, transcription, 
Saccharomyces cerevisiae 2026. 

elongation factor 1a genes, transformation, cDNA, Saccharomyces cerevisiae 
294, 

3' end, U2 small nuclear RNA, man 7684. 

endodeoxyribonuclease sites, Gesmic pJRD158 cloning vectors 631. 

endodeoxyribonuclease V denV gene, gene mapping, phage 14 1258. 

envelopes env gene, mink cell focus-forming virus 5154. 

envelopes genes, anemia induction, comparison polycythemia, spleen focus-forming 
virus 2655. 

epidermal growth factor, MRNA 5173. 

epidermal growth factor MRNA, flanking regions, submaxillary gland, mice 1003. 

Epstein-Barr virus, repeated sequence, restriction endonuclease mapping 7875. 

erbA gene, avian erythroblastosis virus 1264. 

ermA gene, amino acid sequence, Staphylococcus aureus 3651. 

Erwinia carotovora, araB gene, araC gene, cloning, Escherichia coli, Salmonella 
typhimurium 7278. 

esterase genes, retinoblastoma, tumorigenesis, man 2668. 

evolution, books 4000. 

en-| Ara Diglucosiiase, genes, introns, MRNA 5’-terminus, Aspergillus awamori 


ex0-1,4-a-D-glucosidase STA1 gene, Saccharomyces diastaticus 2679. 

eye pigmentation loci, mutants, Drosophila melanogaster 2768. 

factor IX deficiency genes, man 2097. 

R factor R401, replication, regions 4345. 

B family repeated sequence, chorion, Bombyx mori 1171. 

female protein genes, cDNA, hamsters 5128. 

ferredoxin genes, cloning, Clostridium pasteurianum 7903. 

a-fetoprotein genes, variants, inbreeding, rats 413. 

fibers proteins genes, adenovirus (human) 3 2066. 

fibrinogen genes, 5'-terminus flanking regions, hepatocytes, rats 283. 

foey oon: purification, promoters structure-activity relationships, Bombyx 
mori ; 

flanking region, unc operon, Escherichia coli 2750. 

N-2-fluorenylacetamide induction frameshift mutant, tetracycline antibiotic 
resistance genes, plasmid pBR322 6541. 

c-fms gene, comparison mutants alleles, man 4272. 

oem isease virus, structural proteins, CDNA, amino acid sequence 

Z-form DNA, immunoglobulin G interaction, electron microscopy, replicative form, 

hage &X174 2710. 

Z-form DNA, immunoglobulins interaction 2329. 

Z-form DNA, radioimmunoassay, antibodies binding, immunoelectron microscopy, 
phage PM2 2788. 

B-form, Z-form DNA, mobility, thermodynamics 2857. 

fostomycin resistance transposon Tn2921, function, Serratia marcescens 4412. 

c-fps gene, v-fps gene homology, chickens 3648. 

frequency, DNA repeated sequence, man 5245. 

D-fructose 6-phosphate, D-fructose, DNA interaction 3510. 
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Nucleotide sequence, (continued) 


fructose-bisphosphate aldolase genes, rats 3667. 

ftsQ gene, ftsA gene, fisZ gene, nucleotide sequence, overlaid genes 2050. 

ftsQ gene, ftsA gene, fisZ gene, overlaid genes, Escherichia coli 2050. 

fumarate hydratase citG gene, Bacillus subtilis 2746. 

fur gene, Escherichia coli 6587. j 

Fv-4 gene resistance alleles, murine leukemia virus 7260. __ ; 

Fy-4r locus, hybridization analysis, association murine leukemia virus nucleotide 
sequence, mice 317. ; 

1G2 gene, introns splicing, Schizophyllum commune 2737. 

gag gene, avian sarcoma virus, avian leukosis virus 7231. : 

gag gene, mos gene, junctions, RNA, temperature-sensitive mutant, murine sarcoma 
virus 2499. 

gag gene, pol gene, DNA, proviruses, T cell leukemia virus 2802. 

gag gene, pol gene, env gene, T cell leukemia virus I! 4971. _ 

gag gene, pol gene flanking regions, T cell leukemia virus, bovine leukemia virus 
comparison 1788. ; 

GAL80 gene, flanking regions, mRNA 5'-terminus, Saccharomyces cerevisiae 2728. 

gastrin genes, flanking regions, man 1157. ~ 

gene amplification specificity, doxorubicin, colchicine drug resistance, hamsters 
1997 


gene amplification, translocations, metallothionein gene mapping, chromosome 3, 
hamsters 2810. ; 

gene distribution, effects on thorax, Drosophila melanogaster 4256. 

gene expression, B-globin genes, cloning, thalassemia, man 7184. . 

gene expression, cDNA clones, stem cells differentiation, teratocarcinoma, mice 
1151. 

M gene, F gene, 3'-terminus flanking regions, Sendai virus 1241. 

x gene gene products mRNA, T cell leukemia virus, man 5760. . 

gene mapping, foot-and-mouth disease virus, resistant mutant, guanidine, 
oligonucleotides, fingerprinting 7695. ' 

gene mapping, fumarate reductase (NADH) genes, Escherichia coli, reviews 4823. 

gene mapping, regulons, lac operon, Klebsiella pneumoniae 5983. 

pene mapping, white locus, Drosophila 6565. 
gene, phage ® x 174 7309. 

B gene, promoters, phage Mu 2636. 

gene 3, DNA, packaging, phage P22 6555. 

gene 33, gene 34, transformation, phage SP01 2741. 

gene 36, tails fibers, phage T2, phage K3, phage Ox2 2776. 

gene 68, core protein characterization, phage 14 2777. 

genes antigens, merozoites, Plasmodium falciparum 7315. 

genes, detection, DNA hybridization analysis, bacteria 4195. 

genes, enterotoxins, Escherichia coli 6677. 

genes, globin, phylogeny, reviews 3614. 

genes, immunoglobulins x chain, mice, man, rabbits 7305. 

genes, insertion sequences, Methanobrevibacter smithii 6592. 

genes, lymphocytes T antigens receptors B chain, mice, man 5873. 

genes, lymphocytes T antigens receptors a-chain, variable region, joining 
region, constant region, man 5908. 

genes, mitochondria, Trypanosoma, reviews 5611. 

ones. nicotinic acetylcholine receptors, § subunits+-y subunits, chickens 

genes, pieprocholecystokinin, preprogastrin, rats, pigs 6570. 

genes, protein SH amino acid sequence predictions, simian virus 5 7261. 

B-genes, pseudogenes, RNA biosynthesis, embryos, goats 1012. 

genes, pseudogenes, snRNA U3A, snRNA U3B, rats 7192. 

genes, rRNA 16S, Halobacterium salinarium 5960. 

genes, rRNA 18S, mitochondria, Glycine max, evolution, comparison, Zea mays, 
Triticum aestivum 7299. 

genes, tRNA Arg, tRNA Leu, gene mapping, flanking regions, chloroplasts, 
Nicotiana tabacum 7221. 

genomes, bovine leukemia virus, evolutionary genetics 5165. 

genomes, cDNA, transformation, rhinovirus Hae 1491. 

genomes components, herpes simplex virus 1 5160. 

genomes, homology epidermal growth factor receptors, use DNA cloning, Drosophiia 


genomes, homology v-mos gene, retrovirus genes, man 5855. 

genomes, information predictions, computer graphics, phage \ 1336. 

genomes integration, Epstein-Barr virus, lymphocytes DNA, man 1246. 

genomes, organization, maize streak virus 361. 

cenernee, Heer a Le Sens ENS mutant, Moloney leukemia virus, role, paralysis, 
mice x 

genomes, vaccines derivatives, strains comparison, poliovirus 367. 

gliadin, gene mapping, Triticum aestivum 1293. 

globin cDNA, larvae, adults, Xenopus laevis 275. 

f-globin codons, MRNA levels, thalassemia, man 1147 

globin gene families, repeated sequence frequency, rabbits 347. 

globin genes, chromatin structure, man 5185. 

globin genes, chromosomes localization, man 6660. 

8-globin genes deletion mutant, association thalassemia, man 4293. 

B-globin genes, flanking regions, transcription origin, larvae, Xenopus 
laevis 1149. 

¢-globin genes, gene expression, cloning, mice 6216. 

B-globin genes, homology, mice 5187. 

globin genes, linkage analysis, fetuses, man 1310. 

a-globin genes, recombination, thalassemia, man 1309. 

B-globin genes subtypes, hybridization analysis, man 3669. 

a-globin loci, organization, haplotypes, horses 422. 

a-globin mRNa, cDNA clones, Cyprinus carpio 5252. 

globin mRNA, ducks, chickens comparison 112. 

globin pseudogenes, reviews, Mammalia 4817. 

glucocorticoids, regulation gene expression, DNA 569. 

glutamate dehydrogenase genes, Escherichia coli 286. 

glutamine amidotransferase pabA gene, Salmonella typhimurium, Klebsiella 
aerogenes, Serratia marcescens 7827. 

glutamine synthetase genes, cloning, gene libraries, gene expression, Phaseolus 
vulgaris 7492. 

glutamine synthetase ginA gene, promoters, Klebsiella pneumoniae, Escherichia 
coli comparison 2183. 

glutamyl-alanyl-tyrosine monoclonal antibodies, cDNA, «-chain, 
immunoglobulins genetic variance 327. 

glutathione synthetase gsh-ll gene, Escherichia coli 2744. 

glyceraldehyde-phosphate dehydrogenase cDNA, liver, man 2853. 


glyceraldehyde-phosphate dehydrogenase, gene families, X chromosome sex linkage ) 
pseudogenes, man 2075. | 


glyceraldehyde-phosphate dehydrogenase genes, pseudogenes, cDNA, levels, man, | 
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fructose-bisphosphate aldolase, cDNA, liver, man 1156. 


Nucleotide sequence, (continued) 
laboratory animals 1991. 


glyceraldehyde-phosphate dehydrogenase pseudogenes, gene families, X chromosome, 


man 2711. 

glyceraldehyde-3-phosphate dehydrogenase genes, chickens 7941. 

glycophorin-binding protein genes, amino acid sequence 4325. 

glycoproteins, antigenic determinants, pathogenicity, monoclonal antibodies, 
characterization, mutation, rabies virus 1797. 

glycoproteins cell surface genes, RNA biosynthesis, a-amanitin effects on, 
Trypanosoma brucei 4179. 

glycoproteins gC gene, mutants, herpes simplex virus 1 352. 

glycoproteins. genes, envelopes, T cell leukemia virus 1172. 

glycoproteins genes, herpes simplex virus 1 1240. 

Ghicopreieins genes, herpes simplex virus 2, comparison herpes simplex virus 1 


glycoproteins T3 amino acid sequence predictions, lymphocytes T receptors 1244. 
granulin genes, granulosis virus, Pieris brassicae isolates 7883. 


Biochemistry Abstracts 2 vol. 15 


Nucleotide sequence, (continued) 
hygromycin B phosphotransferase gene, use genetic markers, DNA transfection, 
eukaryotes 4594. 

hypoxanthine phosphoribosyltransferase, CDNA probes, X chromosome, somatic 
chromosomes comparison, man 336. 

hypoxanthine phosphoribosyltransterase cDNA, restriction fragment length 
Polymorphism, man 2665. 

hypoxanthine phosphoribosyltransferase gene mapping, restriction fragment length 
polymorphism, man 1303. 

hypoxanitine phosphoribosyitransferase genes, neuroblastoma cells revertants, 
mice ¥ 

ice nucleation genes, cloning, Pseudomonas syringae 7280. 

identification, actin gene families, sex chromosomes, man 321. 

identification, ATP synthase subunits genes, chloroplasts, Chlamydomonas 
reinhardtii 2644. 

identification, MRNA 3'-terminus processing, SV40 7199. 

IGF-II, liver, rats 3405. 


growth hormone-releasing hormone genes, CDNA+genomesclones, hypothalamus, rats IGF-II precursors, man 3579. 


5191. 

growth hormone-releasing hormone genes, man 5164. 

guanine antiviral agents, resistance mutation, mapping, DNA polymerase loci, 
herpes simplex virus 2 304. 

haptoglobin genes, duplication, man 1993. 

haptoglobin genes, gene expression, man 5220. 

heat shock genes, introns structure, Caenorhabditis elegans 5910. 

heat shock genes promoters, Escherichia coli 7887. 

heat shock hs6871 gene, promoters, Glycine max 2071. 

heat ohecs bie genes, nonsense mutant, temperature-sensitive mutant, Escherichia 
coli § 

hosts shock proteins genes, flanking regions, 67B1 locus, Drosophila melanogaster 

helix genetic variance, theories 1322. 

hemagglutinins genes, influenza B virus 307. 

becragaunnine neuraminidase genes, comparison influenza virus, Sendai virus 

hemolysins genes, nucleotide sequence, Vibrio parahaemolyticus 3630. 

herpes simplex virus, chloramphenicol acetyltransferase genes, flanking regions, 
mRNA 3’-terminus formation 3416. 

herpes simplex virus DNA 2720. 

herpes simplex virus thymidine kinase genes, requirement transcription, 
polyadenylation 6662. 

herpes simplex virus 1, DNA, insertion sequences, genomes, rearrangement 2833. 

herpesvirus, identification, role tumorigenicity, Aotus trivirgatus 5950. 

heterochromatin, nucleolus organizer region, C-type banding, Acridotheres 
tristis, Turdoides maicolmi 3947. 

hip gene, gene products amino acid sequence, Escherichia coli 7338. 

hisC gene, cloning, Escherichia coli 8115. 

hisD gene, hisC gene flanking regions, histidine operon, Salmonella typhimurium 
3605 


histocompatibility antigen HLA chains cDNA, man 5925. 

a coratE my locus H-2 \-chain variable regions, organization, mice 

histocompatibility locus H-2 D region, mice 5992. 

histocompatibility locus H-2 I-A region, B-chain genes, mice 1179. 

histocompatibility locus H-2, la antigen determinants, mice 7928. 

histocompatibility locus H-2 K region, alleles comparison, mice 4313. 

histocompatibility locus H-2 K region, mice 6614. 

histocompatibility locus H-2, mice 2065. 

histocompatibility locus H-2, reviews, mice 15. P 

histocompatibility locus HLA AW24 region, comparison, A3 region, A2 region, AW24 
region 7286. 

histocompatibility locus HLA B region, DR region mapping, deletion mutant use, 
man 2664. 

histocompatibility locus HLA DQ region, evolutionary genetics, man 7933. 

histocompatibility locus HLA, gene expression, cloning, man 2663. 

histocompatibility locus HLA, SB region, gene mapping, pseudogenes, man 2029. 

histone H2 pseudogenes, flanking regions, man 392. 


histone H2A, histone H2B, genes, cloning, gene mapping, Schizosaccharomyces pombe 


7306. 
histone H3 genes, transcription, triticum, Pisum sativum homology 2824. 
histone H3 variants genes, introns location, chickens 5861. 
histone H5 genes, 3'-terminus flanking regions, ducks 1318. _ 
histones genes, restriction endonuclease mapping, Oryza sativa 1970. 
homeosis genes, Mammalia, reviews 5934. 
homoeo box regions, gene mapping, chromosome 17, man 4280. __ 
homoiogy chromosome 2, DNA, cloning, restriction endonuclease mapping, man 7847. 
homology, DNA, chloroplasts, mitochondria, plants 390. 
homology, evolutionary genetics, man, Aotus trivirgatus 243. / 
homology, gene expression, prostate, seminal vesicle, androgens regulation, rats 
3625 


homology, ne manipulation, evolutionary genetics, plant breeding 1963. 
homology, hybridization analysis, Mycoplasma, Acholeplasma laidlawii 1203. 
homology, phage A integration, excision, recombination specificity, 


mutagenesis 3644. 

homology regions, X chromosome+Y chromosome, man 4406. 

homology role, DNA recombination, monkeys 403. _ ’ ; 

homology, transposons hybridization analysis, species comparison, Drosophila 
melanogaster 2766. ’ 

homology, X chromosome+Y chromosome regions, man 3650. 

hordein cDNA, Hordeum 292. - 4 

hprt gene, hrptiocyve T, thioguanine resistance, man 5909. _ 

hsp 70 gene chromatin nuclease hypersensitivity sites, Drosophila 5122. 

hybridization analysis, CDNA, rRNA 16S genes, evolutionary genetics, 

ram-positive bacteria 6598. neh | ’ ; 

hybridization analysis, cloning, DNA, clinical isolates, papilloma virus (human) 
7256 

hybridization analysis, cytochrorne P450 genes, cloning, man 7936. 

hybridization analysis, DNA, nifH gene, nitrogenase, Rhizobium leguminosarum 
phasecli 5200. 

hybridization analysis, Herpesvirus aotus 1250. 

hybridization analysis methodology, X chromosome, man 217. - 

hybridization analysis, mRNA, genes, core protein, amino acid sequence, vaccinia 
virus 7693. . P 

hybridization analysis, RNA, Pichinde virus 92. 

hybridization analysis, «1-acid glycoprotein genes, rats 7934. 

hydrogenase genes, Desulfovibrio vulgaris 4439. 


ILV Cay Saccharomyces cerevisiae 6649. 

iivGEDA operon, secondary structure, Escherichia coli, Salmonella typhimurium, 
Klebsiella aerogenes 6583. 

immobilization membrane proteins genes, termination codons, genetic code 
difference, Paramecium tetraurelia 4307. 

immunoglobulin A, immunoglobulin M receptors cDNA, rabbits 5838. 

immunoglobulin D heavy chains, exons, constant region domains, comparison, mice, 
man 5872. 

immunoglobulin M heavy chains genes, rabbits 3604. 

immunoglobulins, x chains genes, restriction endonuclease mapping, lymphoid 
cell lines, man 1301. 

immunoglobulins y-chain genes, cDNA, Burkitt's lymphoma, man 2800. 

immunoglobulins y-chain genes, mice comparison man, guinea-pigs 2796. 

laraunogobutins «-chain light chains genes, recombinants, lymphocytes B, mice 

immunoglobulins genes, enhancement guanine + adenine interaction dimethy! sulfate, 
mechanisms 5864. 

immunoglobulins genes, mice 2011. 

bamubogcnis heavy chain genes, methodology, U.V. radiation cross-linkage, 
mice a 

pa ae heavy chains, consiant region genes, convergence, divergence, man 

immunoglobulins light chains, x-chain genes, lymphocyies B precursors, 
development, transformed cells, Abelson leukemia virus 323. 

immunoglobulins, light chains genes, flanking regions, RNA biosynthesis role, 
mice 1979. 

immunoglobulins light chains variable region genes, mice 2017. 

immunoglobulins, variable region, x chain genes, pseudogenes organization, man 


eynunogiopeire variable region, heavy chain genes, rearrangement, homology, mice 

1216. 

immunoglobulins variable region heavy chains genes, variation, Caiman crocodilus 
crocodilus 5985. 

immunoglobulins variable region, light chains genes, diversity, lymphoid cell 
lines, man 1965. 

immunoglobulins variable regions genes, man 7824. 

IMP dehydrogenase guaB locus, Escherichia coli 3591. 

initiation sites, mitochondria DNA, transcription rRNA genes, Saccharomyces 
cerevisiae, Kluyveromyces lactis 7296. 

insertion sequence |IS66, plasmid pTiA66, Agrobacterium tumefaciens 7905. 

insertion sequence 1, evolutionary genetics, Escherichia coli, Shigella 4258. 

insertion sequence 188, isolation, cDNA, Escherichia coli 7272. 

insertion sequences, cloning, mapping, adenovirus (murine) 12 249. 

insertion sites, transposons, hybrid dysgenesis induction, Drosophila 
melanogaster 4321. 

insulin genes, point mutation identification, diabetes mellitus, man 4247. 

insulin, preproinsulin genes, Oncorhynchus keta, Halocynthia roretzi, 
Strongylocentrotus intermedius, Swiftopecten swifti 5147. 

insulin receptors precursors cDNA, homology gene products oncogenes, man 4339. 
intercalating agents binding, DNA, reviews 3211. 

a-interferon gene families, cloning, leukocytes, man 4398. 

a-interferon genes, mice 4279. 

interferon genes, use, templates, phage \ DNA, cloning, methodology 7812. 

a-interferon pseudogenes, mice 5272. 

interferon, site-directed mutagenesis, gene products structure-activity 
relationships, man 5442. 

interleukin 2 genes, 5'-terminus flanking regions, man, T cell leukemia virus 
homology 261. 

interleukin 2 genes, introns organization, flanking region, mice 2840. 

interleukin 2 genes, organization, malignancy, man 411. 

interleukin 2 receptors, cloning, gene expression 4342. 

interleukin 3 CDNA, amino acid sequence, mice 246. 

interleukin 3 genes, mice 5999. 

intermediate-early region genes, frog virus 3 308. ’ ‘ 

intracisternal A-particles, genes, comparison, amino acid sequence, B-type virus, 
D-type virus 6558. 

intracisternal A-particles genes, long terminal repeat, mice 2836. 

intracisternal A-particles insertion, immunoglobulins k-chain genes, 
retrovirus, proviruses, mice 2773. P 

intracisternal A-particles, long terminal repeat, association Ren-2 gene, mice 
2112. 

introns + exons, role glycoproteins integration cell surface 5132. 

introns, brain genes, rats 335. : 

introns, ehiorep Dy a/b protein genes, Lemna gibba 7269. 

inverted repeat, Primates, comparison Rodentia 3609. 

ionic strength, electropotential, DNA 3687. . 

iron molybdenum proteins nifD gene, nifK gene, nitrogenase, Rhizobium 2099. 

iron-sulfur centers, succinate dehydrogenase, Escherichia coli 1948. 

junctions, gene fusion, B-D-galactosidas2, aspartate kinase, thrA gene, lacZ 
gene, Escherichia coli 4349. me ‘my 

kanamycin antibiotic resistance, replication origin, recombination, transposon 
Tn2350, R factor R1 1286. r 

kanamycin resistance genes, evolutionary genetics, Staphylococcus aureus 4413. 

keratin gene families, introns mapping, cattle 2039, 

keratin MRNA, scales, chick embryos 7101. ‘ 

c-Ki-ras genes, gene expression, adrenal gland, mice 7307. 

Ki-ras2 gene alleles identification, colon carcinoma, man 5148. 

kinetoplasts DNA, Leishmania tarentolae 1170. 
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Nucleotide sequence, (continued 
Kpnl family repeated sequence, 
kpni family pepenio’ sequence, pom 
lacl gene, lacZ gene, lacY gene: Klebsiell ppreumene 5982. 
lactate dehydrogenase cDNA, genes, pseudogenes, fibroblasts, man 7205. 
lactate dehydrogenase genes, Escherichia coli 2036. 
lactate dehydrogenase genes, fibroblasts, rats 4331. wil F 
lactose operator, characterization, eukaryotes isolation, Escherichia coli 565. 
laminin B-chain cDNA, mice 2102. ; y 
leader sequence, trailer sequence mRNA, role protein biosynthesis, eukaryotes, 
reviews 2411. 

lectins Le gene, insertion sequences, Glycine max 1227. 

leghemoglobin, gene families, evolution, Glycine max 5986. 

linear plasmids, Kluyveromyces lactis 3661. ; 

lipoprotein signal poeore IspA gene, Escherichia coli 295. 

liproprotein (low density) receptors genes, deletion mutant, 
hypercholesterolemia, fibroblasts cell culture, man 1994. 

T locus haplotypes, chromosome 17, mice 4404. 

locus, transposons mutagenicity, Drosophila, models 7251. ; 

long terminal repeat, comparison cloning repeated sequence, genomes, mice 4245. 

long terminal repeat, DNA fragments, adenovirus (simian) SA7 3584. : 

Jong terminal repeat, DNA, restriction endonuclease mapping, Lilium henryi 6656. 

long terminal repeat, env gene, murine leukemia virus 1263. 

long terminal repeat, flanking regions, regulation RNA biosynthesis, T cell 
leukemia virus 106. } 

long terminal repeat, flanking regions, structure-activity relationships, RNA 
biosynthesis, retrovirus 85. 

long terminal repeat, mink cell focus-forming virus 1253. 

long terminal repeat RNA, carcinogens induction, skin, mice 4561. ! 

long terminal repeat, role, enhancement gene expression, Fujinami sarcoma virus 
2964 


'-terrninus, seattle elie: mRNA, man 262. 
Vero cells 3665. 


long terminal repeat, T cell leukemia virus II] 5921. 

long terminal repeat, transposons, Drosophila melanogaster 4641. 

lox locus, cre gene recombination, on teed phage P1 239. 

LT cistron, toxin B, Escherichia coli 2713. 

lymphadenopathy virus, gene distribution, man 5172. 

lymphocytes T, antigens receptors, cDNA clones, amino acid sequence predictions, 
comparison, immunoglobulins, constant region, variable region, man 2774. 

lymphocytes T glycoprotein T8 genes, mice 4048. 

lymphocytes T receptors joining region constant region, mice 1962. 

maize streak virus, DNA, infected tissues, Zea mays 2027. 

major acute phase a-protein cDNA, comparison kininogen, bradykinin, rats 
5976. 

malPQ operon point mutation, Escherichia coli 549. 

mammary tumor virus, proviruses, localization, repeated 

mannosephosphate isomerase pmi gene, Escherichia coli, 
aeruginosa 2274. 

mapping DNA, clinical aspects cytogenetics, somatic cells, man 2676. 

mating types HMR locus, repression characterization, flanking regions role, 
Saccharomyces cerevisiae 1401. 

mdh gene malate dehydrogenase, plasmid pLC32-38, Escherichia coli 5959. 

melibiose transport defective mutant, gene mapping, Escherichia coli 4420. 

membrane proteins operons, gene mapping, Treponema pallidum 4402. 

membrane proteins tmpA gene, thylakoid membranes, Spinacea oleracea, Nicotiana 
debneyi 1188. 

mercury resistance mer operon, IncFil plasmid 7180. 

metallothionein genes, linkage analysis, gene regulation, mice 410. 

metallothionein || genes, cadmium+glucocorticoids induction gene expression, man 


uence, DNA, mice 2674. 
mology Pseudomonas 


metallothionein, thymidine kinase gene fusion, expression, man 348. 

methionine labelled proteins, gene expression, regulation, development, embryos, 
Triticum aestivum 1996. 

methionine metA gene promoters, structure, Escherichia coli 1201. 

methionyl-tRNA synthetase metG gene, Escherichia coli 1217. 

methodology, computer programs, data banks, reviews 20. 

methodology, DNA 1295. 

methodology, DNA 3670. 

methodology, DNA 7839. 

methodology DNA, pied vectors 1314. 

methodology, DNA, oligodeoxyribonucleotides primers use 1939. 

methodology, oligodeoxyribonucleotides, electrophoresis 913. 

methodology, phage M13 cloning vectors 2095. 

methodology, spleen exonuclease use, CDNA 3658. 

methodology, use oligodeoxyribonucleotides primers 1277. 

methyl-accepting chemotaxis protein tsr gene, mutation, Escherichia coli 1954. 

5-methyicytosine, chemical modification, DNA, Neisseria gonorrhoeae 2696. 

metJ gene, metB gene, promoters, transcription, RNA polymerase binding sites, 
Salmonella typhimurium 4273. 

mht gene, avian leukosis virus, retrovirus (avian) myc gene homology 981. 

a2-microglobulin genes, gene mapping, man 7931. 

v-mil gene, homology murine sarcoma virus v-raf gene, retrovirus (avian) 330. 

v-mil gene, v-raf gene comparison, retrovirus (avian) 2509. 

minute virus of mice, DNA, terminus, association, DNA biosynthesis 2723. 

mitochondria, Chlamydomonas reinhardtii, homology URF2 gene Mammalia 4306. 

mitochondria DNA, male sterility cytoplasm, Zea mays 7920. 

mitochondria gene atp9, Zea mays 5943, 

mitochondria genomes, gene mapping, Aspergillus nidulans, reviews 3608. 

mitochondria genomes, oocytes, Cyprinus carpio 216. 

models, statistical analysis, DNA 6682. 

v-mos gene, Moloney sarcoma virus 5141. 

v-mos gene, retrovirus, comparison, c-mos gene, man 7856. 

murine leukemia virus, deficiency, cell lines, Mus dunni 357. 

murine leukemia virus, integration, histocompatibility locus H-2 TL region, 
hybridization analysis, mice 306. 

murine leukemia virus integration sites, pigmentation mutation, mice 2727. 

mutants, gene libraries construction clones, metallothionein genes 5234. 

mutation association, N-acetoxy-2-acetylaminofluorene, DNA binding 1112. 

mutation, families, relationship, evolution, Drosophila 7250. 

mutation, relationship amino acid sequence localization, histocompatibility 
antigen HLA DR determinants, DC determinants, man 2081. 

c-myc gene activation, lymphoma, avian leukosis virus insertion 1209. 

c-myc gene, cloning, man 5977. 

c-myc gene, cloning, reciprocal translocations, chromosome 8, chromosome 14, 
Burkitt's lymphoma cell lines, man 4278. 

c-myc gene, gene expression, lymphocytes B, lymphoma, chickens 5117. 

c-myc gene, proteins, plasmacytoma, translocations, mice 1155. 
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Nucleotide sequence, (continued) 


c-myc gene, translocations effects on, mice 2038. 

PRA lee protein, reviews, rats 1608. 

myelin proteolipids, cDNA, rats 6651. 

myosin light chains genes, rats 1306. { panei : 

NADPH-cytochrome reductase goes cDNA clones, identification flavoproteins 
binding domains, liver, rats 5941. 

natriuretic hormone cDNA, atrium, rats 1972. 

natriuretic hormone cDNA, man 1983. 

natriuretic hormone genes, introns, man 2077. ‘ ‘ 

natriuretic hormone precursors, cDNA, cell-free system translation, atrium, rats 
1992. 

natriuretic hormone precursors ere man 4334, ts : 

nerve grown factor subunits, cDNA, kallikrein gene families, homology, mice 
1302, 

nerve growth factor subunits genes, mice 5133. 

neurofilament proteins genes, cloning, cDNA, rats 7862. 

neurological diseases genes, heterozygote detection, reviews, man 2404. 

neutral proteinase genes, cloning, extracellular activity, productivity, Bacillus 
amyloliquefaciens 7457. 

neutral proteinase nprT gene, Bacillus stearothermophilus 5979. _ : 

nifH gene, Rhizobium phaseoli nitrogen fixation, Phaseolus vulgaris nodulation, 
evolutionary govetice 7817. 

nodB gene, nodA gene, nodD gene, Rhizobium meliloti 7266. 

nodC gene, nodulation genes, gene mapping, Rhizobium meliloti 3617. 

nodulation, leghemoglobin genes, glycine max 1193. 

nodulation nod gene, Rhizobium meliloti 4281. 

nodulation nodA gene, nodB gene, nodC gene, Rhizobium leguminosarum 4259. 

nodulin, leghemoglobin genes, 5’-terminus flanking regions, Glycine max 2782. 

nuclei+mitochondria DNA, homology chloroplasts-genes, Spinacea oleracea 5206. 

nucleosomes localization, chromatin reconstruction 3173. 

oligodeoxyribonucleotides, determination, methodology 4073. 

ompF gene+ompC gene chimeras, restriction endonuclease mapping, translation, 
Escherichia coli 7274. 

oncogenes, brain specificity, Harvey sarcoma virus, Rous sarcoma virus 104. 

oncogenes long terminal repeat, carcinogenesis, mice 2708. 

oncogenes, retrovirus, cells, data banks 4970. 

oothecin mRNA, colleterial gland maturation, Periplaneta americana 990. 

operators, interaction repressors, tetracycline antibiotic resistance tet gene, 
gram-negative bacteria 1958. 

opioid peptides precursors genes, pituitary, cattle 5135. 

ORS operator recognition, N.M.R., mutants, phage \ 2977. 

organization theories 1282. 

origin replication, intermediate-early region MRNA, herpes simplex virus 1 2088. 

ornithine carbamoyltransferase genes, liver, rats 228. 

ornithine decarboxylase mRNA, mice 7705. 

Ovomucoid genes, introns, chickens 3577. 

oxytocin genes, corpus luteum, cattle 2684. 

oxytocin, vasopressin genes, comparison, rats 376. 

palindromes, transposon Tn10 2059. 

pancreas B cells tumors, embryos, proteins cDNA, rats 2084. 

pancreatic elastase gene expression association, growth hormone gene fusion, man 
2803. 

papilloma virus 7868. 

papilloma virus (human) DNA, transcription, cervix tumor cell lines, man 5175. 

paralysis induction genes, murine leukemia virus 343. 

parathyroid hormone genes, isolation, cattle 297. 

Parvovirus (porcine) 1218. 

patatin cDNA, Solanum tuberosum 1239. 

penicillin acylase genes, gene products proteolysis processing 7337. 

penicillin-binding protein 1A ponA gene, penicillin-binding protein 1B ponB gene, 
Escherichia coli 6586. 

phage KS tail fibers, genes, phage K3, phage T2 comparison 2106. 

phage T4, gene mapping 3396. 

phage T7 DNA, codons use, genetic analysis 5856. 

phaseolin gene families, Phaseolus vulgaris 1215. 

phaseolin genes, transformation, gene expression, Phaseolus vulgaris 1185. 

pheST operon, association, himA gene, Escherichia coli 5264. 

phosphate transport genes, Escherichia coli 1950. 

phosphatidylserine synthase CHO1 gene, isolation, characterization, Saccharomyces 
cerevisiae 1169. 

phosphogluconate dehydrogenase gnd gene, flanking regions, Escherichia coli 382. 

phosphoproteins p gene, measles virus 1804. 

pe rerern ll genes, RNA biosynthesis initiation, DNA, plastids, Sinapis alba 

B-phycocyanin Crhert cloning, Anacystis nidulans 7326. 

phytochrome cDNA, light effects on levels, Avena 1154. 

phytohemagglutinin gene families, Phaseolus vulgaris 6562. 

pili pap gene, Escherichia coli 1941. 

pili pilE1 gene, pilE2 gene, Neisseria gonorrhoeae 7901. 

pilin genes, Bacteroides nodosus 1304. 

pilin genes, Bacteroides nodosus 1947. 

pilin genes, cloning, Pseudomonas aeruginosa 6691. 

plasma membranes antigens cDNA, lymphocytes B, thymocytes, rats 7264. 

plasmid pGKL1, plasmid PGKL2, DNA, Kluyveromyces lactis, expression, 
Saccharomyces cerevisiae hosts 1181. 

plasmid pJRD158, cloning vectors 296. 

plasmid pKYM, replication, Shigella sonnei 4274. 

plasmid pSC101 replication, Escherichia coli 222. 

plasmid pSC101, Salmonella 4276. 

plasmid R144-drd3, gene mapping, Escherichia coli 3569. 

plasmid R751+plasmid RK2, Escherichia coli 4263. 

plasmids, characterization, Plectonema, Cyanophyta 2661. 

plasmids, Epstein-Barr virus, DNA replication, characterization, lymphocytes 
Mammalia 5493. 

plasmids recombination, deletion formation, Bacillus subtilis 4405. 

plasminogen activator genes, pigs 4319. 

Plasmodium knowlesi sporozoites antigens genes 5923. 

plastids, mitochondria, nuclei, DNA homology 353. 

pNiay 5S'-terminus, RNA, wheat germ 4091. 

poly(A)-containing mRNA, hybridization analysis, development, wings, Antheraea 
polyphemus 1801. 

poly(A)-containing mRNA, Shope papilloma virus 1796. 

poe ca) recombination, SV 40 DNA, transfection, cell lines, monkeys 

Poly(dT-dG):(dC-dA), gene expression regulation 2448. 


Nucleotide sequence, (continued) 

Poly(dT-dG)-(dC-dA), hybridization analysis, B-form, Z-form transitions, 
introns 3292. 

polyadenylation site 5, SV40, adenovirus 7313. 

polyhedrin cDNA, reviews, baculovirus 7259. 

polyhedrin genes, cloning, nuclear polyhedrosis virus 3607. 

polymorphism, histocompatibility locus HLA, A region, B region, man 86. 

polymorphism, relationship carcinoma inheritance, man 5616. 

polyribosomes RNA, genetic variance, organs, brain, sheep 979. 

PPR1 gene, flanking regions, restriction endonuclease mapping, codons, 
Saccharomyces cerevisiae 2735. 

prealbumin cDNA, man 2110. 

prealbumin cDNA, man 2640. 

preproglucagon mRNA, pancreas, rats 1782. 

Preproinsulin cDNA, hamsters 2799. 

Preproricin cDNA, Ricinus communis 5273. 

ae ee cDNA, cell-free system translation, venom gland, Apis mellifera 


preprotoxin genes, killer factor, yeasts 2510. 

pro-opiomelanocortin, CDNA, thyroid carcinoma, pituitary, man 377. 

probes, methodology computer applications 1317. 

procollagen gene regulation, promoters, restriction endonuclease mapping, 
chickens 1160. 

proenkephalin genes, Xenopus laevis, comparison man 1986. 

prolactin genes, cattle 1308. 

prolipoprotein Ipp gene, outer membranes, Escherichia coli 2078. 

promoters, antigen T, association, activation, transcription 5918. 

promoters deletion mutant, BK virus 1969. 

promoters, gene expression, Epstein-Barr virus 2074. 

promoters, gene expression, histone H4 genes, man 4541. 

promoters, genes, binding specificity, RNA polymerase, Escherichia coli, phage T7 


promoters identification, carboxypeptidase G2 genes, Pseudomonas 7334. 
promoters, ompF gene, Escherichia coli 4558. 

promoters, pulA gene, pullulanase, Klebsiella pneumoniae 7270. 

promoters region, EB4 gene cloning, Dictyostelium discoideum 5942. 

promoters regions, characterization, vaccinia virus 4265. 

promoters, symmetry, statistical analysis, Escherichia coli 7894. 

pied 3 toluic acid catabolism operons, TOL plasmid pWWO, Pseudomonas putida 


promoters, variability, JC virus 1973. 

pronatriodilatin genes, restriction endonuclease mapping, man 4333. 

proopiomelanocortin precursors, cDNA, association adrenocorticotropic hormone, 
lipotropic hormone genes, Oncorhynchus keta 1243. 

Pes protein, cDNA, calcium-binding protein, calmodulin homology, brain, rats 


protein pS2 mRNA, estrogens induction, breast carcinoma cell lines, man 87. 

proteinase genes, cloning, Bacillus amyloliquefaciens 3079. 

a1-proteinase inhibitor CDNA, man, mice 5848. 

proteins histidine containing aktage cDNA clones, Plasmodium lophurae 4672. 

proteoglycans chondroitin sulfate core protein cDNA, yolk sac, rats 5990. 

proviruses integration, DNA, role long terminal repeat, retrovirus, chick embryos 
infection 332. 

psbA gene, thylakoid membranes, photosystem II, chloroplasts, Euglena gracilis 

161. 


116 

[Sage gene mapping, evolution, reviews 833. 
SP gene, cDNA, cell-free system translation, parotid 

pstA gene, pstB gene, phoU gene, Escherichia coli 71 

Puccinia DNA, integration, heterogeneity, thermodynamics, Triticum 3611. 

PyrE gene, transformation, gene regulation, promoters, gene fusion, Salmonella 
typhimurium 3589. 

pyrimidines, DNA, Insecta 2762. 

1-pyrroline-5-carboxylate dehydrogenase PU T2 gene, mitochondria, Saccharomyces 
cerevisiae 2814. 

pyruvic acid+2-oxoglutarate dehydrogenase complex genes, Escherichia coli 5196. 

tabbits immunoglobulins variable region genes, comparison, joining region 2692. 

RAD6 gene, Saccharomyces cerevisiae 5130. 

RAD52 gene, transformation, Saccharomyces cerevisiae 2729. 

raf gene, mil gene, man 5850. 

H-ras gene, carcinogenesis, man 2667. 

fas gene, cloning, Schizosaccharomyces pombe 5938. 

fas gene, Harvey sarcoma virus, mammalian cells comparison 2707. 

ras gene, homology rho gene, gene families, Aplysia 7917. 

v-fas gene, murine sarcoma virus 2635. f 

RAS gene, Saccharomyces cerevisiae, homology mammalia 287. 

rocL gene+atpB gene, transcription initiation sites localization, chloroplasts, 
Spinacea oleracea, Zea mays, Pisum sativum 5269. : 

reaction centers proteins subunits genes, cloning, Rhodopseudomonas sphaeroides 
7907. 

reactivity, promoters, sodium borohydride clastogenesis, DNA, Escherichia coli, 
phage d 196. é : ; 

recognition, endodeoxyribonuclease Bbil, endodeoxyribonuclease Bbill, 
endodeoxyribonuclease Bbilll, purification, Bifidobacterium bifidum 2298. 

recognition, endodeoxyribonuclease BbvIl, Bacillus brevis 2300. 

recognition, restriction endonuclease, purification, characterization, 
Escherichia coli 3091. 


aid mice 3471. 


recombination, c-myc gene, immunoglobulins genes, chromosome 15, chromosome 12, 


mice 225. p 

recombination, c-myc gene, immunoglobulins, light chains, constant region, 
variabie region, genes, Burkitt's lymphoma cell lines, man 7304. ; 

recombination stimulation, phage 4, Rec BC gene role, Escherichia coli 2858. 

c-rel gene, seas aera 9 is virus v-rel gene comparison, man 7198. 

relaxin H2 gene, ovary, man 2098. 

renin genes, flanking regions, man 2006. : f , 

renin ren-1 gene, ren-2 gene, 5’-terminus flanking regions, homology, mice 1294. 

repeated sequence characterization, chromosomes, Saccharomyces cerevisiae 1287. 

repeated sequence, flanking regions, hepatitis B virus DNA, integration, genomes. 
hepatoma cell lines, man 5995. . 

repeated sequence, gene transfer, Psammechinus, comparison Strongylocentrotus 
droebachiensis 5954. ‘ 

repeated sequence genes, repeated sequence, Salmonidae 2702. 

repeated sequence, genetic variance, rabbits 3681. 

repeated sequence, genetic variance, statistical analysis 1206. 

repeated sequence, mRNA, transcription, liver, mice 6473. 

repeated sequence, ribosomes genes, rats 7186. . 

repeated sequence RNA, B1 family, B2 family, liver, mice 6479. 
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Nucleotide sequence, (continued) 

repeated sequence, RNA polymerase genes, Escherichia coli 5248. 

repeated sequence, rRNA 26S genes, recombination sites, mitochondria, Triticum 
aestivum 4299. 

repeated sequence, stability, Bradyrhizobium japonicum 3619. 

repeated sequence, Y chromosome, man 7848. 

replication origin, DNA, proteins interaction 2893, 

replication origin, mechanisms activity, mitochondria, Saccharomyces cerevisiae 

replication origin, nucleotide sequence, chromosomes, Escherichia coli 396. 

replication origin, pif gene regulation, F factor, Escherichia coli 2757. 

replication origin, RNA polymerase substrate specificity, SV40 730. 

replication origin, single-stranded DNA, palindromes, Mammalia 2794. 

replicons, IncFll plasmid, homology incFl plasmid 372. 

replicons, plasmid pC 221, cloning, Staphylococcus aureus 5218. 

repressors genes, mutation, phage A 5151. 

requirements or ea genes transcription, characterization, erythroleukemia 
cells, mice 6489. 

requirements adenovirus DNA biosynthesis replication, origin 5149. 

restriction endonuclease mapping, cloning, DNA, herpesvirus (human) 7867. 

fesmcion endonuclease mapping, ribosomal protein S14, mRNA, cloning, CHO cells 

1. 

restriction endonuclease mapping specificity, DNA 1936. 

retinoblastoma association, chromosome 13, man 2838. 

retrovirus, carcinogenesis, books 6298. 

retrovirus DNA long terminal repeat, enhancer function, monkeys 5857. 

een gene distribution, gene frequency, myeloid leukemia cell lines, mice 

retrovirus gene families, gag gene, pol gene, man 5171. 

rhinovirus (human) 14, RNA, genomes, cloning 5162. 

ribosomal protein L16 genes, flanking regions, Saccharomyces carlsbergensis 1981. 

orn poe 124 rplX gene, cloning, mutants complementation, Escherichia 
coli 4 

ribosomal protein L30 genes, mice 1210. 

ribosomal protein L34 genes, gene expression, Saccharomyces cerevisiae 4318. 

ribosomal protein S15 rpsO gene, Escherichia coli 4324. 

ribosomal protein S16 genes, Bacteroides fragilis, relationship, Flavobacterium 
heparinum, cloning 6584. 

ribosomal protein S24+ribosomal protein L46 genes, initiation sites, 
Saccharomyces 4269, 

ribosomal protein S8, ribosomal protein L6 genes, Mycoplasma capricolum, 
Escherichia coli comparison 1297. 

eras protein 16S genes, pseudogenes, hybridization analysis, cloning, mice 

ribosomal protein 51 RP51A gene, RP51B gene, Saccharomyces cerevisiae 264. 

ribosomal proteins genes, 5'-terminus homology, Saccharomyces cerevisiae 2646. 

ribosomal! proteins genes, transcription, yeasts 5884. 

ribosomal subunits genes, flanking regions, mitochondria, Aedes albopictus 388. 

ribosomes, DNA introns characterization, restriction endonuclease mapping, 
Locusta migratoria 5194. 

ribulosebisphosphate carboxylase genes, Pisum sativa 5920. 

ribulosebisphosphate carboxylase subunits cDNA, gene regulation, Pisum, Triticum 
1183. 

ribulosebisphosphate carboxylase subunits, chlorophyll a/b-binding protein gene 
families, Petunia 1190. 

RNA, 5'-terminus, association, transcription, SV40 7696. 

RNA 3'-terminus, barley stripe mosaic virus 997. 

RNA 3'-terminus long terminal repeat, Moloney leukemia virus 2498. 

RNA 5'-terminus, nucleotide sequence, cDNA, mengovirus 7701. 

RNA 3'-terminus, role, RNA biosynthesis, adenovirus (hurnan) 2 7117. 

RNA, antigens genes, bluetongue virus 7111. 

RNA, binding, ribonucleoproteins antigenic characteristics, systemic lupus 
erythematosus, man 1530. 

RNA biosynthesis initiation sites, actin genes, Dictyostelium discoideum 7833. 

RNA, brome mosaic virus 88. 

RNA, DNA biosynthesis initiation specificity, Rous sarcoma virus 108. 

RNA, hemagglutinins genes, cloning, amino acid sequence predictions, reovirus 
7700. 

RNA hemagglutinins genes, influenza A virus 2638. 

RNA, homology mRNA 3'-terminus, mouse hepatitis virus 1799. 

RNA, hybridization analysis, Drosophila 4411. 

RNA, hybridization analysis, reviews, brain 2408. 

RNA long terminal repeat, retrovirus leukemogenicity 3379. 

RNA polymerase genes, phage 17 303. ; 

RNA polymerase | promoters, association rRNA genes, oocytes, Xenopus laevis 4282. 

RNA, polyribosomes, hosts, Moloney sarcoma virus infection 1034. 

RNA, promoters, genes, mutagenesis, vaccinia virus 2972. 

RNA, protein biosynthesis enhancement, adenovirus 3331. 

RNA, proteins, cucumber mosaic virus, comparison brome mosaic virus, tobacco 
mosaic virus, alfalfa mosaic virus 101. 

RNA repeated sequence, Notch locus, Drosophila melanogaster 4975. 

RNA, rotavirus (human) infection epidemiology, man 7107. 

RNA 7S, cDNA, myosin genes, repeated sequence, homology, cardiac muscle, chick 
embryos 2822. 

RNA 5S genes, 5’-terminus flanking regions, A-form DNA, Calliphora 
erythrocephala, Drosophila comparison 1316. 

RNA 6S, genes, cDNA, Escherichia coli 2500. 

RNA 4.5S genes, promoters, Escherichia coli 2753. 

RNA 7SL genes, pseudogenes, Alu family repeated sequence, man 2042. 

RNA 7SL, secondary structure, signal recognition particles, Drosophila, homology 
man 2660. 

RNA, transposon IS10R, promoters, Escherichia coli 7114. 

RNA, tRNA Asn genes, hybridization analysis, Xenopus, mice 921. 

RNA, virus-like particles, Drosophila isolates 6468. 

RNA, wheat mosaic virus, soil isolates 4968. ; 

mRNA, B-D-fructofuranosidase SUC 2 gene, Saccharomyces cerevisiae 4393. 

mRNA 3'-terminus, genes, Escherichia coli 7098. 

mRNA, cDNA, polymorphism, histocompatibility locus HLA B7 region, man 7115. 

mRNA, cytochrome c pseudogenes, RC4 gene comparison, rats 399. 

MRNA, discontinuous RNA biosynthesis, Trypanosuma brucei 2536. 

mRNA genes, introns splicing, adenovirus (human) 2 2725. 

mRNA, phosphoproteins genes, respiratory syncytial virus 996. 

mRNA, predictions coat protein, cucumber mosaic virus 4134. 

mRNA, protein NS, vesicular stomatitis virus, evolutionary genetics 4140. 

mRNA, pX gene, T-cell leukemia virus | 5738. 

mRNA, regulation mechanism, effects on light, Pisum sativum 4128. 
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Nucleotide sequence, (continued) 
MRNA, respiratory syncytial virus 4139. : x 
MRNA, ribulosebisphosphate carboxylase genes, Nicotiana sylvestris 4132. 
mRNA, role, y-interferon gene expression, Escherichia coli host systems, man 
659, 


MRNA, role transcription activators, Rous sarcoma virus 5015, 

mRNA stability ams gene, Escherichia coli 1956. 

mRNA, venom, Bitis arietans 6476. , ; 4 

rRNA, evolution, comparison, Agrobacterium tumefaciens, Rhizobacterium, 
Rochalimaea quintana 7703. ae ' 

rRNA fragments, methylation, role, erythromycin antibiotic resistance, 
Staphylococcus aureus 2521. 

rRNA genes, cloning, repeated sequence, man 6564. 

rRNA genes, introns, reviews, fungi 4002. 

rRNA genes, inverted repeat, chloroplasts, Glycine max 2821. 

rRNA genes, non-transcribed spacer region, structure-activity relationships, rats 
5860. 

rRNA genes, palindromes, gene amplification, Tetrahymena thermophila 5859. 

rRNA genes, physical properties, Ve by seat Say lactis, Hansenula wingei, 
Saccharomyces carlsbergensis 1164. ; 

rRNA genes, repeated sequence, structure, Ascaris lumbricoides 2637. 

rRNA genes, Zea mays comparison yeasts, Xenopus, rats 1289. 

rRNA, ph logeny, evolution, microorganisms 3364. Q 

rRNA fee, 3'-terminus, fingerprinting, homogeneity, mitochondria, Aedes 
albopictus 6465. 

rRNA 16S, Mycoplasma 4135. ‘eat 

rRNA 16S, rRNA 23S genes, spacer region, rrnA operon, Anacystis nidulans 1165. 

rRNA 16S, rRNA 23S spacer region, rRNA genes restriction endonuclease mapping, 
Mycoplasma capricolum 3560. ‘ ; 

rRNA 16S rrnB gene, flanking regions, Mycoplasma capricolum, comparison 
Escherichia coli, Anacystis nidulans 2754. : 

tRNA 17S genes, Oryza sativa homology yeasts, Xenopus laevis, rats 212. 

rRNA 18S genes, Artemia salina, comparison prokaryotes 2695. 

tRNA 18S genes, cloning, man 6676. 

rRNA 18S, homology snRNA eukaryotes, Glycine max 6477. de 

rRNA 23S deletion mutant, ribosomal subunit 50S, ribosomes structure-activity 
relationships, Escherichia coli 1001. : 

rRNA 23S genes, secondary structure, Bacillus stearothermophilus, Escherichia 
coli comparison 1320. 

tRNA 5S, chloroplasts, phylogeny, Synechococcus lividus 6475. 

rRNA 5S, comparison, correlation evolution, characterization, plants 5742. 

rRNA SS, deep sea Vibrio, Photobacterium 940. ’ 

rRNA 5S, Dicyema misakiense, Saccoglossus kowalevskii, Bugula neritina, Octopus 
vulgaris 83. 

tRNA 5S genes, Misgurmus anguilliaudatus 7191. 

tRNA 5S genes, spacer region, Thermomyces lanuginosus 1168. 

rRNA 5S, Marchantia polymorpha, Lophocolea heterophylla, Plagiomnium acutum, 
Anthoceros punctatus 3367. 

rRNA 5S, smut fungi, taxonomy 7103. 

rRNA 5S, Vibrio vulnificus, comparison Vibrio anguillarum, Aeromonas hydrophila 
98. 

rRNA 5.8S genes, clones, flanking regions, Artemia 5201. 

rRNA 5.8S genes, ribosomes operons, Misgurnus fossilis 2634. 

rRNA 5.8S, rRNA 5S, Tetrahymena pyriformis, Tetrahymena thermophila 7688. 

snRNA, promoters homology, SV40 transformed cells 100. 

snRNA, silk gland, 3358. 

SNRNA U, gene families, structure-activity relationships, precursors splicing 
976. 

snRNA U1 genes, flanking regions, homology, chickens 1158. 

snRNA U1 genes, inverted repeat, Drosophila melanogaster 2082. 

snRNA U1 pseudogenes, chickens 373. 

snRNA U2, embryos, Triticum aestivum 4127. 

snRNA U2 genes, gene mapping variation, Drosophila melanogaster 4322. 

snRNA U2, transcription, ribonucleoproteins, SV40 infection, Vero cells 993. 

snRNA U4, pseudogenes, cloning, restriction endonuclease mapping, man 5898. 

tRNA, 2'-O-methyl-1-methy! adenosine identification, seedlings, Eleusine coracana 
928. 

tRNA, analysis methodology 6438. 

tRNA anticodons, mRNA interaction, cross-linking sites, Saccharomyces cerevisiae 
924. 

tRNA Arg genes, microinjection, RNA biosynthesis, chloroplasts, Pelargonium 2266. 

tRNA Arg, tRNA Asn genes, chloroplasts, Spirodela oligorhiza 214. 

tRNA Asp genes, mitochondria, Zea mays 5939. 

tRNA Asp, oocytes, Xenopus laevis 4079. 

tRNA Asp, Saccharomyces carlsbergensis 3375. 

tRNA Asp, tRNA Cys, tRNA Gly genes, gene ma 

tRNA Cys, cytochrome c oxidase subunits, mitoc! 

tRNA fMet genes, mitochondria, Oenothera 4336. 

sie Pa agi mutant, SUF7 gene, SUF8 gene, cloning, Saccharomyces cerevisiae 

16. 

tRNA genes, Bacillus subtilis 3319, 

tRNA genes, chloroplasts, Marchantia polymorpha 4244. 

tRNA genes, codons, chloroplasts, Pisum sativum 2850. 

tRNA genes, flanking regions, Drosophila melanogaster 2764, 

tRNA genes, gene mapping, chloroplasts, Triticum aestivum 5239. 

tRNA cities rearrangement, evolution, chloroplasts, Triticum aestivum 5944. 

tRNA Gin, phage T5 923. 

tRNA Glu, tRNA Tyr, tRNA Asp genes, transcription, chloroplasts, Nicotiana 
tabacum 3679. 

tRNA Gly, tRNA Asn, Methanobacterium thermoautotrophicum 1713. 

tRNA His, transcription factors binding, gene regulation, RNA biosynthesis, 
Drosophila 2965. 

tRNA, interaction anticodons, aminoacyl-tRNA synthetase 42. 

tRNA introns, splicing, localization, secondary structure 2454. 

tRNA, isolation, Escherichia coli 3393. 

tRNA Leu genes, introns, chloroplasts, Vicia faba, Tetrahymena homology 1174. 

tRNA Leu, lactation, mammary gland, cattle 1714. 

tRNA Leu, mammary gland, cattle 927. 

tRNA Leu suppressor mutant supP gene, Escherichia coli 1953. 

tRNA Met, elongation, tRNA Ile, mitochondria, Saccharomyces cerevisiae 3321. 

tRNA Met, tRNA Leu, precursors stability, HeLa cells 2458. 

tRNA, methionine elongator, wheat germ 7647 

tRNA, methodology, structure X-ray crystallography, N.M.R., chemical 
modification, reviews 1614. 

tRNA, mitochondria, DNA, transcription initiation sites, Torulopsis glabrata 
4920. 


ing, Triticum aestivum 5236. 
ondria, Neurospora crassa 3694. 


Nucleotide sequence, (continued) 

tRNA Pherigaensenace tRNA fMet, tRNA Gly, tRNA Val 1712. 

tRNA Phe, seeds, Brassica napus 4080, 

tRNA, primers binding sites, retrovirus 2453. 

tRNA Pro, Bacillus subtilis 6469. re 

tRNA Pro, tRNA His, anticodons, Saccharomyces cerevisiae 929. 

tRNA Ser, secondary structure, mitochondria, Aedes albopictus 40. 7 

tRNA Ser supH gene, comparison supD gene, anticodons, temperature-sensitive 
suppressor mutant, Escherichia coli 1952. ; ’ 

tRNA Tyr, tyrosyi-tRNA synthetase affinity, Torulopsis utilis 2461. 

tRNA Val genes, pseudogenes, Dictyostelium discoideum 3642. 

tRNA Val multiple forms, Drosophila melanogaster 5246. 

tRNA+rRNA genes, mitochondria DNA, rats 7297. 

role, DNA Z-form, stability, antibodies use 2874. Pe : 

role, histone H2 mRNA, 3'-terminus processing, Echinoidea, Xenopus laevis 
microinjection 93. ‘ 

role regulation genes transcription, mechanisms, eukaryotes 6776. 

Rous sarcoma virus 7239. : : 

Rous sarcoma virus, host range, homology Rous-associated virus 1242. 

S4 gene, double-stranded RNA, reovirus 3 995. 

S1 gene, reovirus 5153. 

S1 gene, reovirus 3 1795. 

Saccharomyces cerevisiae rad3 gene 4435. 

satellite DNA, Gecarcinus lateralis 250. 

satellite DNA, genetic variance, cattle 412. f f a. 

satellite DNA, restriction endonuclease mapping, Muntiacus muntjak vaginalis 
5240. 

satellite RNA, tomato bushy stunt virus 7704. ' 

screening, methodology, gene amplification, cell culture, Mammalia 3690. 

scRNA, protein biosynthesis, ribonucleoproteins structure-activity relationships, 
liver, rats 977. 

segments, development, loci, Drosophila melanogaster 5121. 

seminal vesicle F gene, transcription initiation sites, comparison S gene, rats 
4332. 

serum albumin, a-L-fucosidase, cDNA clones, man 2003. 

sex chromosomes, mapping, man 1271. 

sex determination, Drosophila melanogaster, Caenorhabditis elegans, Mammalia, 
Serpentes 5374. 

Shine-Dalgarno region, rRNA 168, initiation codons, secondary structure, MRNA, 
protein biosynthesis, prokaryotes 7084. 

sid gene, phage P4 2641. 

signals, polyadenylation sites, MRNA, B-globin, microinjection, 
reticulocytes, Xenopus laevis 5367. 

single-stranded DNA, base pairs, transcription, electron microscopy, phage \ 
2805. 

c-sis gene, homology, cats, man 7208. 

somatic chromosomes, gene mapping, man 1265. 

somatostatin genes, man 2825. 

spacer region, rRNA 17S rRNA 25S genes, Oryza sativa 7332. 

specificity, U.V. radiation, chemical modification, DNA, reviews 1605. 

specificity, U.V. radiation mutagenesis 182. 

specificity, U.V. radiation mutagenesis, DNA, phage A 203. 

specificity, antigen T, DNA binding, SV40 2834. 

specificity, dam protein, recF protein, recA protein, gene conversion, DNA 
repair, Escherichia coli 497. 

specificity, DNA methylase cytosine, Shigella sonnei 2327. 

specificity, DNA, triostins binding 1923. 

specificity, pubieriteegh (Nias gene regulation, reviews 3800. 

specificity, endodeoxyribonuclease Espl, purification, Eucapsis 2297. 

specificity, enhancers, Moloney sarcoma virus 7321. 

specificity, excision, transformation, aminopterin resistance, CHO cells 1360. 

oe: E1a gene proteins, promoters, transcription, adenovirus (human) 5 

specificity, mitomycin C, derivatives, DNA cross-linkage 1140. 

specificity, nuclear factor |, HeLa cells, stimulation, DNA biosynthesis, 
adenovirus (human) 7585. 

specificity, promoter-binding protein, ovalbumin genes, HeLa cells 8192. 

specificity, protein Sp1 binding, transcription promoters, monkeys, SV40 2709. 

specificity, recombination, role FLP gene proteins, plasmid 2u, yeasts 241. 

peter resolvase recombination, transposon Tn3, models, Escherichia coli 


specificity, RNA biosynthesis, enhancers, promoters, adenovirus 5780. 

specificity, FRNA genes, genomes insertion, Drosophila melanogaster 2760. 

specificity, stallimycin, edetic acid iron(Il) complex, multiple forms, DNA 
clastogenesis 2018. 

specificity, transposons insertion, Drosophila 2765. 


bie ee adenyltransferase spc gene, transposon Tn554, Staphylococcus aureus 


spleen exonuclease excision, DNA polymerase, Escherichia coli 3904. 

splice junctions, v-src gene, v-env gene mRNA, Rous sarcoma virus 2639. 
Spo0A gene, cloning, mutants, Bacillus subtilis 7886. 

spo0B gene, cloning, gene regulation, gene expression, Bacillus subtilis 8099. 
SpoC1 gene, transcription, Aspergillus nidulans 2731. 

spollA locus, mutation, sporulation, Bacillus subtilis 7890. 

spollG gene, cloning, Bacillus subtilis 5216. 

spoOB locus, Bacillus subtilis 2062. 

spores proteins genes, Bacillus subtilis 1945. 


sporulation gene expression promoters, restriction endonuclease mapping, Bacillus 
subtilis 567. 


sporulation spollA locus, Bacillus subtilis 218. 
sporulation spollG gene, Bacillus subtilis 1955. 
Si adi Cloning, restriction endonuclease mapping, Saccharomyces cetevisiae 


c-src gene, gene mapping chromosome 20, man 5869. 

v-src gene, v-mev gene, Rous sarcoma virus, avian myeloblastosis virus MC29, 
comparison, oncogenes, chickens 5142. 

Statistical analysis, books 1597. 

statistical analysis dinucleotides, DNA 360. 

statistical analysis, DNA 1175. 

Statistical analysis, DNA, proteins coding 1177. 

steroid 21-monooxygenase genes, cloning, cattle 7339. 

Streptomyces zelensis antibiotics specificity, DNA adducts 180. 

ba 3"-adenylyltransferase aadA gene, plasmid R538-1, Escherichia coli 

streptonigrin, DNA binding, copper effects on, E.S.R., N.M.R: 3530. 

Stringent control regions, site-directed mutagenesis, regulation, tufB operon, 
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Nucleotide sequence, (continued) 


Nucleotide sequence, (continued) 


RNA biosynthesis, Escherichia coli 5349. 

structure changes, DNA supercoiling, effects on, plasmids, Escherichia coli 5250. 

structure-activity relationships, light chains genes, lymphocytes B, mice 5143. 

-subunit precursors, acetylcholine receptors, CDNA, muscles, cattle 7910. 

subunits genes, ee chloroplasts, Triticum 7294. 

succinate dehydrogenase subunits sdh genes, Escherichia coli 1938. 

suppressor mutant, spoOA gene, Bacillus subtilis 2064. 

telomeres specific clones, Balbiani rings, heat shock induction, Chironomus 
thummi thummi 6693. 

termination codons, cob gene, mitochondria, Oenothera 4303. 

termini, DNA biosynthesis, relationship DNA repair, replicative intermediates 
models, adeno-associated virtis 490. 

termini DNA, herpesvirus saimiri virions 4368. 

termini, DNA, phage 17, phage T3, phage II 3583. 

termini, DNA, varicella-zoster virus 2103. 

S'-terminus, a-amylase genes, cloning, amino acid sequence predictions, 
Bacillus licheniformis 7885. 

3'-terminus, DNA, T cell leukemia virus II 2706. 

3'-terminus, genes, rRNA 5S, rRNA 7S, Halobacterium salinarium 2747. 

3'-terminus, homology avian sarcoma virus, avian leukosis virus MH2 316. 

5'-terminus, immunoglobulins light chains genes enhancers, homology, antithrombin 
lil genes, man 5972. 

5'-terminus, localization, polyribosomes, genes, DHFR gene, gene amplification, 
cell lines, man 4129. 

3'-terminus, RNA, adenovirus (human) 2 7694. 

3'-terminus, single-stranded DNA, phage ©105 7254. 

tetracycline antibiotic resistance RA1 repressor genes, Tet repressor comparison 
structure-activity relationships, Escherichia coli 349. 

tetrahydrofolate dehydrogenase genes, introns, restriction endonuclease mapping, 
man, mice comparison 398. 

tetramers, B-form oligodeoxyribonucleotides, anisotropy, conformation 1705. 

thermodynamics, DNA, intercalating agents, melting curve 2859. 

thioredoxin trxA gene, Escherichia coli 4426. 

thymidine kinase genes, chickens 232. 

thymidine kinase cones: transfection, CDNA, man, chickens homology 301. 

thymidine kinase tk, gene, cDNA, cloning, L cells, mice 7302. 

thymidine kinase tk gene, herpes simplex virus, fibroblasts transfection 3674. 

thymidine kinase tk-C gene, man 263. 

thymine, anticodon loop, ere tRNA stereochemistry, yeasts 2456. 

thymosin cDNA, spleen, rats 389. 

thyroglobulin cDNA, cattle 6568. 

thyrcglobulin genes, cattle 2037. 

thyroglobulin, genes, cattle 6632. 

thyroglobulin mRNA, 5’-terminus, man 7179. 

Ti oe DNA, Agrobacterium tumefaciens, Nicotiana tabacum transformed cells 

Tlym-! gene, lymphocytes T, lymphoma mice, man, viruses homology 315. 

tomato black ring virus, strains, RNA, homology 2512. 

a-toxin genes, Staphylococcus aureus 265. 

Lene a activators, hepatitis B virus genomes, hepatoma cell lines, man 

transcription initiation, DNA localization, gene expression, polyoma virus 2813. 

ce mRNA, mRNA, 5’-terminus flanking regions, herpes simplex virus 1 

726. 

transcription origin, genes, chloroplasts, Pisum sativum 417. 

transcription origin, structure-activity relationships, adenovirus 355. 

transcription, oxi3 gene, oli2 gene, mitochondria, Saccharomyces cerevisiae 2736. 

transcription promoters, DNA, papilloma virus (bovine) 258. 

transcription termination, gene mapping, Saccharomyces cerevisiae 267. 

transcription termination sites, algorithms, phage ©X174, phage G4 2651. 

transcripts, cDNA, cell surface receptors, lymp les T, man 7118. 

transducin y-subunit cDNA, cattie 2650. 

transducin a-subunit, genes, homology, ras gene, retina, cattle 6663. 

transferrins receptors, mRNA, man 2522. 

transformation genes, avian sarcoma virus 2094. 

transformation genes, neoplasia, DNA transfection, mechanisms 5868. 

transformation growth factors, cDNA, rats 2812. : ; 

transformation proteins cDNA, cioning vectors, antigenic determinants mapping, 
monoclonal antibodies binding, mice 6177. 

transposon copia, white locus, homology retrovirus, Drosophila melanogaster 6679. 

transposon En-! insertion Wx gene, genetic analysis, Zea mays 4305. 

transposon ISTU4, Strongylocentrotus purpuratus, new records 7200. 

transposon P, regulation, hybrid dysgenesis, Drosophila, reviews 4. 

transposon Tn termini, relationship transposition resistance 591. 

transposon Tn554 flanking regions, insertion mechanisms 238. 

transposon Tn917, Streptococcus faecalis, characterization 7276. 

transposon Tsp, transposon ISTU4 comparison, Spog orernnon purpuratus 7201. 

transposons, homology lectins genes, Glycine max 5988. 

transposons induction reversion wx-8 locus, effects on gene products, Zea mays 
6153. 

transposons, structure-activity relationships, reviews, Drosophila melanogaster 
1603. 

triazine-binding protein psb A gene, chloroplasts, Solanum nigrum 2716. 

tropomyosin mTm | ee: splicing variance, embryos, thorax, Drosophila 
melai ister 2659. he: 

troponin C, cDNA, gene families, localization, ectoderm, Strongylocentrotus 
purpuratus 94. 

Trypanosoma brucei kinetoplasts apocytochrome b genes 3624. 

tryptophan operon, tryptophan promoter, Bacillus subtilis 7904, = 

tryptophan trpA gene, U.V. radiation mutagenesis, Escherichia coli 3567. 

a-tubulin gene families, gene expression, HO cells 4587. 

a-tubulin genes, cloning, Chlamydomonas reinhardtii 7219. 

a-tubulin genes, codons termination, Stylonychia lemnae 4261. 

6-tubulin genes, isotypes, chickens 8031. 

a-tubulin genes, man, rats homology 2846. ' 

a-tubulin genes, restriction fragment eect polymorphism, CHO cells 6559. 

tumorigenesis relationship, histocompatibility locus H-2 genetic control, mice 
312. 

tumors necrosis factors, cDNA, lymphotoxin homology, man 2801. 

tyrosine 3-monooxygenase mRNA, cDNA cloning, PC12 cells, rats 5743. 

U2 gene promoters, transcription activity, Xenopus 6500. 

U.V. radiation induction Sere yee 5826. 

ubiquitin gene families, man b F “an 

Cand sowie proses ion gene homology, operons, plasmid pKM101, Escherichia coli 
237. 


Unc operon, gene products, coupling factor 0, coupling factor 1 complex, amino 
acid sequence, reviews, operons 278. 
urinary tract proteins, cDNA, mice 406. 
urokinase genes cDNA, cloning, gene expression, Escherichia coli 4680. 
urokinase genes, CDNA, cloning, mice 5262. 
use, amino acid sequence, acetylcholine receptors, skeletal muscle, cattle 2069. 
use, amino acid sequence, cytochrome P450, pigs, homology, cattle 2085. 
Nl gene, cloning, mitochondria, Saccharomyces cerevisiae, Torulopsis glabrata 
variable region genes, phosphocholine antibodies, light chains, heavy chains, 
idiotypes, mice 2016. 
variation, genetic variance, quantitative inheritance, population genetics, 
mating, plants 7922. 
variation, long terminal repeat, restriction endonuclease mapping, murine 
leukemia virus DNA, cloning 5854. 
vasoactive intestinal peptide genes, man 6674. 
vasopressin, arginine- neurophysin ll+growth hormone-releasing hormone, gene 
mapping, chromosome 20, man 5846. 
vicilin a-subunit genes, Glycine max 1184. 
vimentin cDNA, hamsters 284. 
virions DNA 5'-terminus, ribonucleotides binding, replicative form, maize streak 
virus 2778. 
visna virus, T cell leukemia virus comparison 7860. 
vitellogenin A1 gene, A2 gene, B1 gene, B2 gene, 5'-terminus homology, Xenopus 
laevis 2700. 
vitellogenin gene families, gene products isolation, characterization, 
Caenorhabditis elegans 7206. 
vitellogenin genes, 3'-terminus methylation, sex differences, tissues 
specificity, Xenopus 3682. 
vitellogenin genes use, amino acid sequence, phosvitin, chickens 300. 
vitellogenin genes. Xenopus laevis, compariosn chickens 2699. 
whey acidic proteins genes, rats, comparison mice 2079. 
woodchuck hepatitis virus, CONA, association, evolutionary genetics 7874. 
wx locus inhibitor element Spm-l8, cDNA clones, Zea mays 5255. 
xylR gene promoters, TOL plasmid, Pseudomonas 5980. 
zein gene, gene expression, Zea mays 1214. 
zein genes, cDNA, cloning, Zea mays 7519. 
zein isotypes cDNA, Zea mays 985. 
Nucleotides, 
activation, adenosinetriphosphatase 2446. 
adenyl, content changes, stress induction, metoclopramide+levodopa effects on, 
gastric mucosa, rats 4053. 
aggregation aqueous solutions, role caffeine binding, N.M.R. 4057. 
aggregation, mechanisms, metals ions role, N.M.R. 7630. 
analogs, conformation, X-ray diffraction, N.M.R., C.D. 2419. 
base pairs, hydrogen bonding, N.M.R., |.R. spectroscopy 3261. 
bases, hydration, mathematical models 7030. 
binding sites, RNA polymerase II, pyridoxal 5'-phosphate interaction, wheat germ 
2307. 
biosynthesis, DNA biosynthesis, enzymes, viruses 4466. 
calcium interaction, methanol effects on, caiorimetry 4054. 
characterization, high-performance liquid chromatography 3212. 
chromaftin granules, osmotic stress effects on structure, N.M.R., adrenal 
medulla, cattle 5670. 
composition, DNA, changes, age correlation, rats 5278. 
composition, DNA, Methylovarius 3733. 
content, DNA, use melting curve measurements 6698. 
dimers, acetylaminofluorene effects on, conformational analysis, N.M.R. 4886. 
distribution, base composition, DNA, systematics, budding bacteria 5199. 
exchange, F-actin, ATP, adenosinediphosphate, cytochalasin B effects on 4882. 
fractionation, identification, ion exchange chromatography, liver, rats 4055. 
heat shock proteins affinity, HeLa cetis 5553. 
high-performance liquid chromatography, reviews 6334. 
isolation, carbon use, tritium radioactive labelling 3260. 
linkage formation, use phosphorochloridic acid, p-nitrophenyl phosphates+ Grignard 
reagents 4891. 
metals ions complex, dissociation constants, mathematical models 4881. 
methanol inactivation binding sites, chloroplasts coupling factor 1, Spinacea 
oleracea 7633. 
nucleosides, separation techniques, high-performance liquid chromatography 7017. 
protecting groups, synthesis 6410. 
protein p21 binding, ras gene activation, man 790. 
proteins complex, phosphodiesterase hydrolysis, phage ®X174 infected, 
Escherichia coli 793. 
quantitation, high-performance liquid chromatography, lymphoid cells, man 7029. 
radioactive labelling, extraction, use charcoal, methodology 4056. ‘ 
separation, high-pressure liquid chromatography, use iminodiacetic acid silica 
polyol 7008. 
separation methodology, high-performance liquid chromatography 3259. 
separation, methodology, liver, rats 3263. 
specificity, mechanisms, DNA polymerase pyrophosphate exchange 692. 
substitution patterns, correlation point mutation rates, retrovirus 6647. 
synthesis, methodology, protecting groups, collection 2399. 
Nurse cells, 
chromosomes structure, DNA biosynthesis, Drosophila melanogaster 4468. 
Nutrition, 
effects on hordein gene families gene expression, Zea mays 1399. 
Nylon, 
Tncuinanet DNA, gels transfer, hybridization analysis 6718. 


O8-Phosphoseryl-tRNA, 
function characterization, reviews 6319. 
O6-alkylquanine-DNA alkyitransferase, 
activity, liver, rats, monkeys, man 3931. 


genes, gene exoression. transfection. aene transfer, CHO cells, liver, man 8040. 
DNA repair rates, bacteria comparison, liver rats 1369. 
substrate specificity, poly(dT-dA), O4-methylthymine DNA repair, Escherichia 


coli, liver rats 2145. 


Occupationa! exposure, 
acute exposure, ethylene dibromide, sister chromatid exchange, lymphocytes, man 
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Occupational exposure, (continued) 
7571 


benzo(a)pyrene, metabolites, benzo(a)pyrene-7,8-diol-9, 10-epoxide DNA adducts, 
blood cells, man 2618. 

ethylene oxide, sister chromatid exchange, lymphocytes, man 3965. 

formaldehyde, sister chromatid exchange, lymphocytes, man 3168. 

eee radiation, effects on DNA biosynthesis, sister chromatid exchange, man 
231 


rubber, sister chromatid exchange, chromosome aberrations, man 2346. 
welding fumes, sister chromatid exchange, peripheral blood lymphocytes, man 3964. 
Ochratoxin A, 
effects on, DNA biosynthesis, RNA biosynthesis, mammalian cells 8007. 
Ochre mutant, We ; 
fusion proteins, biosynthesis, glycl-tRNA synthetase glyS gene, Escherichia coli 
3326 


mistreading, role mitochondria suppressors, localization box gene, Saccharomyces 
cerevisiae 4180. des 
mitochondria+nuclei suppressors, role misreading, Saccharomyces cerevisiae 4181. 
tRNA Glu genes Jane expression, multicopy plasmids suppression, Saccharomyces 
cerevisiae 7056. 
suppressor mutant, tRNA Ser genes, gene expression 5368. 
Octopus vulgaris, 


nucleotide sequence rRNA 5S, Dicyema misakiense, Saccoglossus kowalevskii, Bugula 


neritina 83. 
Oenothera, d 
mitochondria, cob one termination codons, nucleotide sequence 4303. 
mitochondria, tRNA fMet genes, identification, nucleotide sequence 4336. 
Oenothera berteriana, 
mitochondria, rRNA 26S, nucleotide sequence 5735. 
Oenothera hookeri, ; 
chloroplasts, ribulosebisphosphate carboxylase genes, plastome defective mutant, 
transcription 5032. 
06-ethyldeoxyguanosine, 
immunochemistry localization nuclei, carcinogens exposure, liver, rats 4226. 
O6-ethyiguanine, 
DNA repair, chromatin proteins 2927. 
06-ethyiguanosine, 
detection, antibodies use, DNA, N-nitroso-N-ethylurea exposure 854. 
Okazaki fragments, “ 
DNA replication, 2',3'-dideoxy-3'-aminothymidine 5'-triphosphate + arabinothymidine 
5'-triphosphate inhibition, nuclei, Strongylocentrotus intermedius 5321. 
methylation, replicative intermediates, DNA biosynthesis, meristems, Triticum 
1 


2041. 
Oligo(T), 
ethyl ethers diastereoismers, DNA nucleotidyltransferase primers, 
oa art iti templates, enzymes kinetics, Escherichia coli 6939. 


rift ena) (pancreatic) cleavage, kinetics, spectroscopy, pancreas, cattle 
2',5'-Oligo(A), 
Leip synthesis, biological properties, high-performance liquid chromatography 
immunostimulation, natural killer cells, cytotoxicity, tumor cells, man 4737. 
metabolism, 2',3'-exoribonuclease 7522. 
fms poly (ADP-ribose) transferase activity, leukemia, mice 2326. 
2,5’-Oligo{A), 
levels, regulation mechanisms, L cells, mice 5674. 
3’,5’-Oligo{A), 
Passer? role enzymes, biological properties, plants 4916. 
2'-5'-Oligo(A) Hesvmerses, 
cleavage mRNA, characterization, reovirus 3 1487. 
bested inate hages, phat i | killer cells 815 
immunostimulation, macrophages, phagocytosis, natural killer cells 8151. 
2',5'-Oligo(A) synthetase, 
pon synthesis, nuclei matrix proteins, liver, rats 919. 
Oligo(d. 5 
ONA, B-form, aliphatic diamines binding, theories 7040. 
Oligo(dCpGpG), 
cross linking, cisplatin, N.M.R. 6435. 
Oligo(dGpG), 
binding, cisplatin, adducts 6428. 
Oligmers, 
nucleic acids, conformation, N.M.R. 7642. 
2’,5'-Oligoadenylate phosphodiesterase, 
activity, radioimmunoassay, plasma, serum, man 3930. 
Oligodend 5 
velopment, DNA biosynthesis, malnutrition effects on, rats 3776. 
Oligodeoxycytidine, 
synthesis, templates, guanosine 
Oligodeoxynucleotide-EDTA -Fe(| 
hybridization probes, use DNA single-stranded cleavage, mechanisms 5937. 
Oligodeoxynucleotides, 
containing thymine, linkage acridine, synthesis, structure, conformational 
analysis, N.M.R. 4912. 
deoxyadenosine corte base pairs, B-form Z-form transitions 6436. 
poly(dG-C):poly d(G-C), Z-form, magnesium chloride induction, |.R. 
spectroscopy 6429. 
protecting groups characterization 883. 
solutions structure, Heaton 12 B-form DNA, nuclear Overhauser effect 1696. 
synthesis, methodology 4894. 
synthesis, Sraileesetem method, glass pores, controlled conditions 1687. 
Oligodeoxyribonucleotides, 
adenine, thymine photosensitivity, adducts, U.V. radiation 880. 
9-aminoacridine + bis(acridines) intercalation kinetics, N.M.R. 4889. 
analogs synthesis, cyclic AMP, DNA receptors 1686. 
binding, dihydroxytestosterone receptors, fibroblasts, man 6548. 
biotin labelling, synthesis, solid phase methods 2438. 
d(C-Br8G-C-G-C-Br8G), helix-coil transition, Z-form, C.D., N.M.R., I.R. 
spectroscopy 6416. 
cesium fluoride effects on conformation 4887. 
d(CGCGAATTCGCG), NMR, conformation, temperature effects on 4070. 
conformation, N.M.R. 907. 


promises 3289. 


conformation, carbon, oxygen bonding, thermodynamics, N.M.R., mathematical models 


3283. 
conformation, chemical modification, fluorescence, C.D. 3284. 
conformation, temperature, concentration, cisplatin, derivatives chelation, 


Oligodeoxyribonucleotides, (continued) 
N.M.R, 911. ; 

conformation, thermodynamics, thymidine role, N.M.R. 902. 

d{(G-T-C-G-T-C-A):(T-G-A-C-G-A-C)], conformation, N.M.R. 6413. 

diastereoisomers, synthesis, methodoiogy 5675. 

dimers derivatives, intercalation kinetics, N.M.R. 4888. 

DNA fragments, linkage, use, cloning 2429. ‘ 

double-stranded, B-form, nucleotide sequence, association structure, 
conformational analysis 4071. 

double-stranded, conformation, transitions 7636. 

double-stranded, Pribnow box region, conformation, N.M.R. 7637. 

double-stranded, synthesis, ribosomes binding sites 7044. 

B-form, anisotropy, conformation, tetramers nucleotide sequence 1705. 

Z-torm, crystallography, X-ray diffraction 3296. 

helix-coil transitions, adenine, thymine base pairs formation, C.D. 908. 

helix-coil transitions, salts concentration, temperature, N.M.R., C.D. 3303. 

high-performance liquid chromatography 6390. 

d(C-A-G-G-T-A-A-G-T), introns exons junction, N.M.R. 6427. 

N6-methyladenine containing, conformation, temperature, N.M.R., nuclear 
Overhauser effect 3293. 

nucleotide sequence determination, methodology 4073. 

nucleotide sequence methodology, electrophoresis 913. 

oligo(dGpG), adducts, binding, cisplatin 6428. 

phosphorothioate analogs, synthesis, stereochemistry, methodol 

phosphorothioic acid containing, synthesis, phosphotriester meth 

poly(dA)-poly(dT), poly vA Par?) opie C.D., linear dichroism 6430. 

poly(dG-5M-dC) poly (dG-5M-dC), structure 6432. : 

primers, phage M13, single-stranded DNA, site-directed mutagenesis, Escherichia 
coli, Saccharomyces cerevisiae 3046. 

primers, site-directed mutagenesis, plasmids 3049. 

primers, use DNA nucleotide sequence Bseoreaesrtt 1939. 

primers use, nucleotide sequence methodology 1277. 

probes, cDNA, nucleotide sequence, coagulation factor Vill, man 7942. 

protons exchange, guanosine, cytidine, N.M.R. 1699. 

radioactive labelling, hybridization analysis, separation techniques 2436. 


5680. 
3265. 


separation, mi logy, comparison analysis, adenine iticity DNA methylase, 
active sites r nition, Shigella sonnei 6946. 

d(T-C-T-C-G-G-T-C-T-C), single-stranded, double-stranded, cisplatin, complex, 
N.M.R. 6414. 


site-directed mutagenesis, cloning 6855. 

site-directed mutagenesis, double-stranded DNA 3044. 

synthesis 6402. 

synthesis, alkylating agents 3-terminus 3268. 

synthesis, automated methods 6634. 

synthesis, automated methods, reviews 7003. 

synthesis, growth hormone genes, man, transformation, gene expression, 
Escherichia coli 8059. 

synthesis, guanine protecting groups 6407. 

Sara ydroxybenzotriazole phosphotriester method, phosphorylation agents 
1 3 


synthesis, methodology 33. 

synthesis, methodology 35. 

synthesis, methodology 4893. 

synthesis, nucleosides aan tna ig supports, phosphotriester method 2431. 
synthesis, phosphite me logy 3266. 

aynioeis, phosphotriester method, deoxyadenosine amino groups, protecting groups 


synthesis, phosphotriester method, DNA 5'-terminus, protecting groups, 
2'3'-O-bis(4,4'-dimethoxytrityl)uridine 5'-(4-chloropheny! phosphate), 
2',3'-O-(methoxymethylene)uridine 5'-(4-chloropheny! phosphate) 2433. 

synthesis, phosphotriester method, solid phase methods 3267. 

synthesis, phosphotriester method, thymidine derivatives, diphenylphosphoric 
toluene-p-sulfonic anhydride intermediates 2432. 

synthesis, promoters, U.V. spectroscopy, C.D. 32. 

synthesis, promoters, galactose operon, Escherichia coli 7042. 

anne protected groups, use, 7-deaza-2'-deoxyguanosine, solid phase methods 


synthesis, purification, chromatography 6405. 
synthesis, supports, glass, polydimethylacrylamide 6406. 
synthesis, thymine, guanine residues, protection 29. 
synthesis, thymine methylation, phosphotriester method 2428. 
synthesis, use phage T4 ss ike ht synthetase(ATP), 
2'-deoxy-5'-phosphothymidine-3'-phosphothioate 27. 
synthesis, 2-amino-2'-deoxyadenosine, derivatives use, 2'-deoxyguanosine 
formation 1680. 
synthesis, 7-deazaadenine containing, recognition, endodeoxyribonuclease Bol II. 
endodeoxyribonuclease 3Al 2437. a = 
sythesis, solid phase methods, 3’-terminus elongation 893. 
templates, DNA polymerase |, Escherichia coli 8137. 
transcription primers, RNA polymerase, promoters, phage T7 2196. 
Oligoguanylate, 
derivatives synthesis, role temperature 1682. 
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host range deletion mutant, vaccinia virus 1977. 
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Smenrenmnomeny -2-thiouridine biosynthesis defective mutant, Escherichia coli 

5-methyicytosine, chemical modification, DNA, Neisseria gonorrhoeae 2696. 
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mitochondria DNA, Fusarium oxysporum 2786. 
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murine leukemia virus, integration, Mis-1 locus, localization, chromosome 15, 
mice 7869. 

muring leukemia virus, 3-methylcholanthrene induction lymphoma, mice 1252. 
nar operon, cloning, Escherichia coli 6578. 
natriuretic hormone genes, introns, man 2077. 
Neurospora crassa role transformation molybdenum cofactor mutants 4310. 
neurovirulence genes, herpes simplex virus 1 7257. 
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papilloma virus (human) 16 DNA, tumors, genitalia, man 7881. 

paralysis induction genes, murine leukemia virus 343. 

phage RS1 DNA, Rhodopseudomonas sphaeroides isolates 4369. 
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phage T4, DNA, pepication, origin 4236. 

phaseolin genes, chromatin conformation, cotyledons, Phaseolus vulgaris 2357. 
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preaibumin cDNA, man 2640. 

procollagen gene regulation, promoters, nucleotide sequence, chickens 1160. 

proline containing proteins, genes, chromosome 8, salivary gland, mice 1982. 

037 promoter, transcription, Bacillus subtilis 6607. 
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RNA, immunoprecipitation, hybridization analysis, pseudorabies virus, 
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tetracycline antibiotic resistance genes, Streptococcus mutans 2051. 
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ethyl origin, tRNA Cys genes, mitochondria, Saccharomyces cerevisiae 
162. 
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transposon P, Drosophila melanogaster 4415. 
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transposon Tn917, use mutagenesis 215. 
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vaccinia virus, genomes, cDNA 5163. 
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a1t-antitrypsin P| Z allele, man 7826. 
argininosuccinate synthetase pseudogenes, hybridization analysis, gene mapping, 
man 2007. 
choroideremia, X chromosome, family studies, man 6641. 
X chromosome, Duchenne's muscular dystrophy, Becker's muscular dystrophy, man 
6630. 
complement component C4 genes, mice 6619. 
DNA, chloroplasts, Triticum aestivum, comparison Aegilops 2008. 
DNA fragments, nucleotide sequence, restriction endonuclease mapping, X 
chromosome, man 5214. 
DNA, genetic variance, mitochondria, plastids, Daucus 5228. 
DNA polymorphism, X chromosome, Duchenne's muscular dystrophy, man 6646. 
DNA size determination, use gel electrophoresis 1332. 
cDNA, Lycopersicon esculentum, hybridization, Zea mays, use, probes, plant 
breeding 7946. 
effects on apolipoprotein A-I! gene regulation, chromosome 1, man 7906. 
factor IX deficiency genes, man 2097. 
gene libraries, phages detection, man 7818. 
gene mapping, complement component C4 genes, histocompatibility locus HLA, man 
6621. 
genes, a-tubulin, CHO cells 6559. 
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istocompatibility locus H-2 class Il molecules, mice 7292. 
histocompatibility locus RT1, class | molecules, class || molecules, rats 7293. 
histocompatibility locus SLA, pigs 6620. 
immunoglobulins, 4.-chain constant region genes, association renal failure, 
man 5839. 
loci, immunoglobulins, variable region, constant region, light chains, mice 7291. 
major histocompatibility complex, Spalax ehrenbergi 7288. 
markers, restriction endonuclease mapping, statistical analysis 1207. 
mitochondria DNA, hybrids, Brassica napusx Raphanus sativus, Brassica 
campestris x Raphanus sativus 7919. 4 
nucleolus organizer region, chromosome 1, chromosome 6, Triticum aestivum 7911. 
phenylalanine 4-monooxygenase loci, man 7821. 
procollagen genes, man 7813. 
procollagen type II a1-chain genes, man 6628. 
typing, histocompatibility locus HLA DR region, man 7287. 
ubiquinol-cytochrome c reductase genes, chromosome 6, chromosome 12, 
Saccharomyces cerevisiae 4277. - 
use collagen genes gene mapping, Caenorhabditis elegans 4304. 
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Proteus vulgaris, genes, cloning, transformation, Escherichia coli 7451. 
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Aspergillus restrictus, protein biosynthesis inhibition, rRNA, sequence, 
cleavage, brain, rats 7667. 
Reticular formation, 
nuclei, neurons, RNA changes, soman induction, mesencephalon, rats 5723. 
Reticulocytes, rsare | ‘ 
cell free system, MRNA initiation rates protein biosynthesis, measuring 
techniques, rabbits 5789. , 
cell-free system, keratin post-translation phosphorylation, rabbits 7156. 
cell-free system, mMRNA+proteins complex, role translation, rabbits 4192. 
clones, mRNA, gene expression, erythropoiesis, mice 7411. _ 
differentiation, erythrocytes formation, globin genes, transcription, Aves 3413. 
differentiation, erythrocytes, RNA biosynthesis, glabin genes, Aves 7709. 
elongation factor 2, ADP ribosylation, RNA affinity, rabbits 1768. 
elongation factor 2, protein biosynthesis, inhibitors activation, calcium, 
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emoglobin biosynthesis, regulation, role heme-+ protein kinase 4936. 
initiation eons ribosomal proteins, initiation factor 3, MRNA cross-linking, 
rabbits 2470. 
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rabbits, cell-free system, alkanal monooxygenase (FMN-linked) translation, 
Photinus pyralis 2582. 

fabbits, protein biosynthesis, globins genes, inhibition, differentiation, Friend 
erythroleukemia cells, mice 4948. 

ribosomal subunit 40S, initiation factor 3 association, rabbits, cell-free system 
7157. 

ribosomes binding A site, ribothymidine content tRNA modulation, rabbits 4953. 

ribosomes, elongation factor 1 prcrenen on electrophoresis, rabbits 1765. 

ribosomes, elongation factor 2 binding, ADP-ribosylation effects on, rabbits 
4117. 

ribosomes, methionyl-tRNA deacylase multiple forms, purification, 
characterization, rabbits 3457. 

Reticuloendothellosis virus, 
v-rel gene, comparison, c-rel gene nucleotide sequence, man 7198. 
Retina, 

cell culture, glutamine synthetase cryopreservation, activity, transcription, 
translation, chick embryos 1813. ' F ‘ 

cell proliferation, transformed cells, c-mil gene+v-myc gene induction, chick 
embryos 6130. 

nuclei, chromatin tertiary structure, man 1561. 

transducin a-subunit, genes, nucleotide sequence, homology, ras gene, cattle 
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transducin subunits, cloning, cDNA, nucleotide sequence, cattle 5126. 
Retinitis pigmentosum, P 
X chromosome, restriction fragment length polymorphism linkage analysis, DNA 
recombinants probes, man 1985. 
Retinoblastoma, 
esterase genes, nucleotide sequence, tumorigenesis, man 2668. 
lymph s, sister chromatid exchange, X radiation, family studies, man 8187. 
nucleotide uence association, chromosome 13, man 2838. 
X radiation induction DNA repair damage, fibroblasts, man 6744. 
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cells, differentiation, correlation gene expression, MRNA translation changes, 
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stem cells 1549. 
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lymphocyte transformation, man 5300. 
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gene expression, man 5949. 
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nucleotide sequence association, oncogenes expression, hematopoiesis cells, 
leukemia, man 1824. 


Retrovirus, (continued) 

nucleotide epee gene distribution, gene frequency, myeloid leukemia cell 
lines, mice : . 

nucleotides substitution erent correlation point mutation rates 6647. 
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